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Supplemental Table S1: Primers Used for qRT-PCR and ChIP assay 

 

Gene Primer Sequence Sequence ID 

18S RNA 
forward: 5'‐ggaagggcaccaccaggagt‐3' 
reverse: 5'‐tgcagccccggacatctaag‐3' 

NR_003278 

MyoCD 
forward: 5'‐gggcccagcattttcaacat‐3' 
reverse: 5'‐tccccatttttctcccctttat‐3' 

NM_182667 

SRF 
forward: 5'‐ccggaggaggtgttgattc‐3' 
reverse: 5'‐acacccccagagccacttagg‐3' 

NM_001109302 

SMA 
forward: 5'‐accctcttccagccatctttca‐3' 
reverse: 5'‐ gcgttctggaggagcaataatc‐3' 

NM_031004 

SMMHC 
forward: 5'‐atgctgggaaggtggactacaa‐3' 
reverse: 5'‐tgtgcagggctgtggttga‐3' 

NM_001170600 

Smoothelin B 
forward: 5'‐aaggccatgattgagaaacta‐3' 
reverse: 5'‐gcaccagggcacagaaag‐3' 

NM_001013049 

SM22a 
forward: 5'‐cggcagatcatcagttagaaag‐3' 
reverse: 5'‐ gggctgaggctgaggataggt‐3' 

NM_031549 

Yap1 
Forward:5’‐ tcggcaggcaatacggaata‐3’ 
Reverse:5’‐ catgctgaggccactgtctgt‐3’ 

NM_001034002 

CCND1 
Forward:5’‐attgcggctggctttacattag‐3’ 
Reverse:5’‐gccttcatttgatctgggacat‐3’ 

NM_171992 

CCND2 
Forward:5’‐gtgcgggatgttgacctgt‐3’ 
Reverse:5’‐aactatatggcctttccctctc‐3’ 

NM_022267 

SMA ChIP 
Forward:5’‐agcagaacagaggaatgcagtggaagagac‐3’ 
Reverse:5’‐ cctcccactcgcctcccaaacaaggagc‐3’ 

 

SMMHC ChIP 
Forward:5’‐ ctgcgcgggaccatatttagtcagggggag‐3’ 
Reverse:5’‐ ctgggcgggagacaacccaaaaaggccagg‐3’ 

 

c‐fos ChIP 
Forward:5’‐ cggttccccccctgcgctgcaccctcagag‐3’ 
Reverse:5’‐ agaacaacagggaccggccgtggaaacctg‐3’ 

 

 


