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Figure 51. Alignment of RNR R1 (A) and R2 (B) sequences from different species.
Difterent colors indicate different degrees of conservation. Rectangles indicate the
residues that were found to yield mutator phenotype when altered. Sequences were
obtained from GenBank (NCBI) and alignments were generated using the program
VectorNTI (Invitrogen). nrdd and nrdB represent the £, coli ribonucleotide reductase

gene.
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