
Table S2. Variance components and heritabilities estimated from GBLUP using all lines. Variance
components were estimated by maximum likelihood using the R-package “RandomFields” and its
function “fitvario”.

starvation resistance startle response

σ̂2
g σ̂2

e ĥ2GBLUP σ̂2
g σ̂2

e ĥ2GBLUP

all 62.6 0 1 21.7 0 1

female 91.2 0 1 22.4 0 1

male 57.9 0 1 22.5 0 1

Variance components were estimated using the average of the medians

of male and female records (“all”) or the medians of female or male

records separately as phenotypic data.


