Table S8 Predictions from the model of yeast glycolysis for the 4h N-starved cells from the
respiratory culture (D = 0.1 h™), compared to experimental data from [1]. Bold numbers are used for
Fig. 2.

Experiment Model
GAPDHParameters of GAPDH pflrameters of
D =0.1 h™, 4h N-starved D =0.35 h™, non starved
Kinkter 0.2 MM Kipncrep 0.04 MM Kinkter 0.2 MM Kipkrep 0.04 mM

Flux
HXT-HXK 139 + 10 97 91 97 91
PGI-ALD 119+5 101 96 101 96
GAPDH- 213+ 11 177 166 177 166
ADH
Metabolites
G6P 42+0.1 3.7 3.3 3.6 3.2
FeP 0.80 + 0.04 0.82 0.75 0.81 0.73
F16BP 15+ 0 1412 949 78 55
3PG+2PG 1.1+0.0 2.0 1.6 2.0 1.6
PEP 0.12 £ 0.00 0.12 0.11 0.12 0.11
PYR 3.5+0.3 7.8 7.2 7.8 7.2
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