Table S9 Predictions from the model of yeast glycolysis for the non-starved cells from the
respirofermentative culture (D = 0.35 h™"), compared to experimental data from [1]. Bold numbers are

used for Fig. 2.

Experiment Model

GAPDH parameters of
D =0.35 h", non starved

Kinktee 0.2 MM Kiperep 0.04 mM

Flux

HXT-HXK 120+ 6 90 54

PGI-ALD 99+ 6 88 52

GAPDH- 177 +11 155 82

ADH

Metabolites

G6P 5.4+0.2 1.9 0.98
F6P 1.0+0.0 0.4 0.24
F16BP 27+2 27 3.0

3PG+2PG 1.2+0.1 0.7 0.32
PEP 0.11+0.01 0.07 0.08
PYR 5.3+0.0 5.8 35
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