
Supplementary information, Table S1 Primers for constructs of yeast two hybrid assays 
Constructs  Oligonucleotides (5' to 3') 
RGA M5   F CGGGATCCTGGTTGACTCGCA 

R GTTCTGCAGACTCAGTACGCCGCCG 
GAI M5   F CGGGATCCTGGTTGACTCGCA 

R GTTCTGCAGTCTAATTGGTGGAGAG 
RGL1 M5   F CGGGATCCCTACGCGCTCTGTGG 

R GCGTCGACTTTATTCCACACGATTGAT 
RGL2 M5   F CGGGATCCCCGTGGTGCTCGTTGACTCT 

R GTTCTGCAGTGTGATGAGTGGTCGCGTCTGC 
RGL3 M5   F GCGTCGACCCGTGGTGCTTATCGAGG 

R AACTGCAGTCTACCGCCGCAACTC 
RGA D1   F CGGGATCCCTATGAGAAAAGTGGCTAC 

R GTTCTGCAGACTCAGTACGCCGCCG 
RGA D2   F CGGGATCCACGTCATTGATTTCTCGATG 

R GTTCTGCAGACTCAGTACGCCGCCG 
RGA D3   F CGGGATCCTGGTTGACTCGCA 

R GTTCTGCAGCCAACTTCATGAAGATGATCAG 
RGA D4   F CGGGATCCTGGTTGACTCGCA 

R GTTCTGCAGTGCATCTGAAGAGTATCGG 
EIL1    F CGCCCATGGTGATGATGTTTAACGAGATGGG 

R CGCGGATCCGAACCATATTGATACATCTTGCTG 
EIL2    F CGCGAATTCATGGATATGTATAACAACAATATAGGGATG 

R CTGGGATCCCTGAATCCAAGATGTGGGCAA 
EIL3    F CGCCCATGGTGGGCGATCTTGCTATGTC 

R CTGGGATCCAGCTCCAAACCATGAGAAATC 
EIL4    F CGCCCATGGTGGTGGAGGTCCAAGATTTAG 

R CTCGGATCCATCTTGAGACATATAAATATCTTTGTCTTC 
EIL5    F CGCGAATTCATGGTGGAAGTCGAAGAATTGG 

R CTCGGATCCATCGAACATGTATATGTCTTTGTCC 
EIN3    F CATGCCATGGCAATGATGTTTAATGAGATG 

R CGGGATCCTTAGAACCATATGGATAC 
EIN3(1-300)  F CGGGATCCTCATGATGTTTAATGAGATG 

R CCGCTCGAGTCTAGCCAAGGACTCTTCTTG 
EIN3(200-500) F CGGGATCCTCCCTCAGAGACGTTTTCCTTTG 

R CCGCTCGAGATTTTCCATGACCATAGAG 
EIN3(428-490) F CGGGATCCTCGACAGTCGCTTACCGTATGGAG 

R CCGCTCGAGTGGACATTTCTGTCGTACATG 
EBF1    F GGAATTCCATATGTCTCAGATCTTTAG 

R CGGGATCCTCAGGAGAGGATGTCACA 

  
 


