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Supplemental Figure S1: The distribution of the expression matrix (A) and
correlation coefficients (B) for the 3 organs are based on 9k genes calculated
using the RMA algorithm.



MapMan functional categories

Supplemental
Figure S2:
Correlation
heatmaps for 4
datasets, “all data”,
“leaves”, “fruits”, and
“roots”. The values
represent Pearson’s
correlation

coefficients.

Correlation Matrix of all dataset

Correlation Matrix of fruits

0.5

Correlation coefficients

-0.5

0.5

-0.5

Correlation Matrix of leaves

Correlation Matrix of roots

0.5

-0.5

0.5

-0.5



Supplemental Figure
S3: Correlation of
expression values
measured by quantitative
real-time PCR (gRT-
PCR) and microarray. r,
Pearson’s correlation
coefficient.
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