
pRLYC1
5417 bp

NdeI - 184 - CA'TA_TG
KasI - 235 - G'GCGC_C

NarI - 236 - GG'CG_CC
SfoI - 237 - GGC'GCC

BbeI - 239 - G_GCGC'C
XcmI - 312 - CCAnnnn_n'nnnnTGG

EcoRI - 396 - G'AATT_C
EcoICRI - 404 - GAG'CTC
SacI - 406 - G_AGCT'C

Acc65I - 408 - G'GTAC_C
KpnI - 412 - G_GTAC'C
XmaI - 412 - C'CCGG_G
SmaI - 414 - CCC'GGG
BamHI - 417 - G'GATC_C
XbaI - 423 - T'CTAG_A
SalI - 429 - G'TCGA_C
SbfI - 439 - CC_TGCA'GG
PstI - 439 - C_TGCA'G
SphI - 445 - G_CATG'C
HindIII - 447 - A'AGCT_T
XhoI - 620 - C'TCGA_G
XcmI - 624 - CCAnnnn_n'nnnnTGG
NcoI - 626 - C'CATG_G
BsiWI - 890 - C'GTAC_G
SnaBI - 894 - TAC'GTA
EagI - 929 - C'GGCC_G

EcoRV - 2205 - GAT'ATC
BglII - 2343 - A'GATC_T

PsiI - 2423 - TTA'TAAMfeI - 3040 - C'AATT_G

AscI - 3457 - GG'CGCG_CC
BssHII - 3457 - G'CGCG_C

MluI - 3467 - A'CGCG_T
ClaI - 3474 - AT'CG_AT

PciI - 3537 - A'CATG_T

ScaI - 4910 - AGT'ACT

ZraI - 5350 - GAC'GTC
AatII - 5352 - G_ACGT'C

E .coli  O
RI

pRLYE1
5499 bp

NdeI - 184 - CA'TA_TG
KasI - 235 - G'GCGC_C

NarI - 236 - GG'CG_CC
SfoI - 237 - GGC'GCC

BbeI - 239 - G_GCGC'C
XcmI - 312 - CCAnnnn_n'nnnnTGG

EcoRI - 396 - G'AATT_C
EcoICRI - 404 - GAG'CTC
SacI - 406 - G_AGCT'C

Acc65I - 408 - G'GTAC_C
KpnI - 412 - G_GTAC'C
XmaI - 412 - C'CCGG_G
SmaI - 414 - CCC'GGG
BamHI - 417 - G'GATC_C
XbaI - 423 - T'CTAG_A
SalI - 429 - G'TCGA_C
SbfI - 439 - CC_TGCA'GG
PstI - 439 - C_TGCA'G
SphI - 445 - G_CATG'C
HindIII - 447 - A'AGCT_T
XhoI - 620 - C'TCGA_G
XcmI - 624 - CCAnnnn_n'nnnnTGG
NcoI - 626 - C'CATG_G
StuI - 648 - AGG'CCT
BsiWI - 890 - C'GTAC_G
SnaBI - 894 - TAC'GTA
EagI - 929 - C'GGCC_G

EcoRV - 2205 - GAT'ATC
BglII - 2343 - A'GATC_T

NsiI - 2397 - A_TGCA'T
HpaI - 2544 - GTT'AACBclI - 2918 - T'GATC_A - dam methylated!

AscI - 3539 - GG'CGCG_CC
BssHII - 3539 - G'CGCG_C

MluI - 3549 - A'CGCG_T
ClaI - 3556 - AT'CG_AT

PciI - 3619 - A'CATG_T

ScaI - 4992 - AGT'ACT

ZraI - 5432 - GAC'GTC
AatII - 5434 - G_ACGT'C

E.co li ORI

pRLYC2
5627 bp

NdeI - 184 - CA'TA_TG
KasI - 235 - G'GCGC_C

NarI - 236 - GG'CG_CC
SfoI - 237 - GGC'GCC

BbeI - 239 - G_GCGC'C
XcmI - 312 - CCAnnnn_n'nnnnTGG

EcoRI - 396 - G'AATT_C
EcoICRI - 404 - GAG'CTC

SacI - 406 - G_AGCT'C
Acc65I - 408 - G'GTAC_C

KpnI - 412 - G_GTAC'C
XmaI - 412 - C'CCGG_G
SmaI - 414 - CCC'GGG
BamHI - 417 - G'GATC_C
XbaI - 423 - T'CTAG_A
SalI - 429 - G'TCGA_C
SbfI - 439 - CC_TGCA'GG
PstI - 439 - C_TGCA'G
SphI - 445 - G_CATG'C
HindIII - 447 - A'AGCT_T
XhoI - 620 - C'TCGA_G
XcmI - 624 - CCAnnnn_n'nnnnTGG
NcoI - 626 - C'CATG_G
BsiWI - 890 - C'GTAC_G
SnaBI - 894 - TAC'GTA
EagI - 929 - C'GGCC_G

EcoRV - 2205 - GAT'ATC
BglII - 2343 - A'GATC_T

PsiI - 2423 - TTA'TAA
MfeI - 3040 - C'AATT_G

AscI - 3457 - GG'CGCG_CC

AscI - 3667 - GG'CGCG_CC
MluI - 3677 - A'CGCG_T
ClaI - 3684 - AT'CG_AT

PciI - 3747 - A'CATG_T

ScaI - 5120 - AGT'ACT

ZraI - 5560 - GAC'GTC
AatII - 5562 - G_ACGT'C

E.co li ORI

pRLYE2
5709 bp

NdeI - 184 - CA'TA_TG
KasI - 235 - G'GCGC_C

NarI - 236 - GG'CG_CC
SfoI - 237 - GGC'GCC

BbeI - 239 - G_GCGC'C
XcmI - 312 - CCAnnnn_n'nnnnTGG

EcoRI - 396 - G'AATT_C
EcoICRI - 404 - GAG'CTC

SacI - 406 - G_AGCT'C
Acc65I - 408 - G'GTAC_C

KpnI - 412 - G_GTAC'C
XmaI - 412 - C'CCGG_G
SmaI - 414 - CCC'GGG
BamHI - 417 - G'GATC_C
XbaI - 423 - T'CTAG_A
SalI - 429 - G'TCGA_C
SbfI - 439 - CC_TGCA'GG
PstI - 439 - C_TGCA'G
SphI - 445 - G_CATG'C
HindIII - 447 - A'AGCT_T
XhoI - 620 - C'TCGA_G
XcmI - 624 - CCAnnnn_n'nnnnTGG
NcoI - 626 - C'CATG_G
StuI - 648 - AGG'CCT
BsiWI - 890 - C'GTAC_G
SnaBI - 894 - TAC'GTA
EagI - 929 - C'GGCC_G

EcoRV - 2205 - GAT'ATC
BglII - 2343 - A'GATC_T

NsiI - 2397 - A_TGCA'T
HpaI - 2544 - GTT'AAC

BclI - 2918 - T'GATC_A - dam methylated!

AscI - 3539 - GG'CGCG_CC

AscI - 3749 - GG'CGCG_CC
MluI - 3759 - A'CGCG_T
ClaI - 3766 - AT'CG_AT

PciI - 3829 - A'CATG_T

ScaI - 5202 - AGT'ACT

ZraI - 5642 - GAC'GTC
AatII - 5644 - G_ACGT'C

E.co l i O
RI

pRLYC8
7038 bp

NdeI - 184 - CA'TA_TG
KasI - 235 - G'GCGC_C

NarI - 236 - GG'CG_CC
SfoI - 237 - GGC'GCC

BbeI - 239 - G_GCGC'C
XcmI - 312 - CCAnnnn_n'nnnnTGG

EcoRI - 396 - G'AATT_C
EcoICRI - 404 - GAG'CTC

SacI - 406 - G_AGCT'C
Acc65I - 408 - G'GTAC_C

KpnI - 412 - G_GTAC'C
XmaI - 412 - C'CCGG_G

SmaI - 414 - CCC'GGG
BamHI - 417 - G'GATC_C
XbaI - 423 - T'CTAG_A
SalI - 429 - G'TCGA_C
SbfI - 439 - CC_TGCA'GG
PstI - 439 - C_TGCA'G
SphI - 445 - G_CATG'C
HindIII - 447 - A'AGCT_T
XhoI - 620 - C'TCGA_G
XcmI - 624 - CCAnnnn_n'nnnnTGG
NcoI - 626 - C'CATG_G
BsiWI - 890 - C'GTAC_G
EagI - 929 - C'GGCC_G

EcoRV - 2205 - GAT'ATC

BglII - 2343 - A'GATC_T

AscI - 3457 - GG'CGCG_CCClaI - 3656 - AT'CG_AT

AscI - 5078 - GG'CGCG_CC
MluI - 5088 - A'CGCG_T
ClaI - 5095 - AT'CG_AT
PciI - 5158 - A'CATG_T

ScaI - 6531 - AGT'ACT

ZraI - 6971 - GAC'GTC
AatII - 6973 - G_ACGT'C

E.
co

li 
OR

I

pRLYE8
7120 bp

NdeI - 184 - CA'TA_TG
KasI - 235 - G'GCGC_C

NarI - 236 - GG'CG_CC
SfoI - 237 - GGC'GCC

BbeI - 239 - G_GCGC'C
XcmI - 312 - CCAnnnn_n'nnnnTGG

EcoRI - 396 - G'AATT_C
EcoICRI - 404 - GAG'CTC

SacI - 406 - G_AGCT'C
Acc65I - 408 - G'GTAC_C

KpnI - 412 - G_GTAC'C
XmaI - 412 - C'CCGG_G

SmaI - 414 - CCC'GGG
BamHI - 417 - G'GATC_C
XbaI - 423 - T'CTAG_A
SalI - 429 - G'TCGA_C
SbfI - 439 - CC_TGCA'GG
PstI - 439 - C_TGCA'G
SphI - 445 - G_CATG'C
HindIII - 447 - A'AGCT_T
XhoI - 620 - C'TCGA_G
XcmI - 624 - CCAnnnn_n'nnnnTGG
NcoI - 626 - C'CATG_G
StuI - 648 - AGG'CCT
BsiWI - 890 - C'GTAC_G
EagI - 929 - C'GGCC_G

EcoRV - 2205 - GAT'ATC

BglII - 2343 - A'GATC_T
NsiI - 2397 - A_TGCA'T

HpaI - 2544 - GTT'AAC

BclI - 2918 - T'GATC_A - dam methylated!

AscI - 3539 - GG'CGCG_CCClaI - 3738 - AT'CG_AT
MfeI - 3752 - C'AATT_G

AscI - 5160 - GG'CGCG_CC
MluI - 5170 - A'CGCG_T
ClaI - 5177 - AT'CG_AT
PciI - 5240 - A'CATG_T

ScaI - 6613 - AGT'ACT

ZraI - 7053 - GAC'GTC
AatII - 7055 - G_ACGT'C

E.
c o

li 
OR

I

pRLYC9
6581 bp

NdeI - 184 - CA'TA_TG
KasI - 235 - G'GCGC_C

NarI - 236 - GG'CG_CC
SfoI - 237 - GGC'GCC

BbeI - 239 - G_GCGC'C
XcmI - 312 - CCAnnnn_n'nnnnTGG

EcoRI - 396 - G'AATT_C
EcoICRI - 404 - GAG'CTC

SacI - 406 - G_AGCT'C
Acc65I - 408 - G'GTAC_C

KpnI - 412 - G_GTAC'C
XmaI - 412 - C'CCGG_G
SmaI - 414 - CCC'GGG
BamHI - 417 - G'GATC_C
XbaI - 423 - T'CTAG_A
SalI - 429 - G'TCGA_C
SbfI - 439 - CC_TGCA'GG
PstI - 439 - C_TGCA'G
HindIII - 447 - A'AGCT_T
XhoI - 620 - C'TCGA_G
XcmI - 624 - CCAnnnn_n'nnnnTGG
NcoI - 626 - C'CATG_G
BsiWI - 890 - C'GTAC_G
SnaBI - 894 - TAC'GTA
EagI - 929 - C'GGCC_G

EcoRV - 2205 - GAT'ATC

BglII - 2343 - A'GATC_T
PsiI - 2423 - TTA'TAA

MfeI - 3040 - C'AATT_GAscI - 3457 - GG'CGCG_CC

SwaI - 3787 - ATTT'AAAT

AgeI - 4255 - A'CCGG_T

AvrII - 4484 - C'CTAG_G
AscI - 4621 - GG'CGCG_CC

MluI - 4631 - A'CGCG_T
ClaI - 4638 - AT'CG_AT
PciI - 4701 - A'CATG_T

ScaI - 6074 - AGT'ACT

ZraI - 6514 - GAC'GTC
AatII - 6516 - G_ACGT'C

E.
co

l i 
OR

I

pRLYE9
6663 bp

NdeI - 184 - CA'TA_TG
KasI - 235 - G'GCGC_C

NarI - 236 - GG'CG_CC
SfoI - 237 - GGC'GCC

BbeI - 239 - G_GCGC'C
XcmI - 312 - CCAnnnn_n'nnnnTGG

EcoRI - 396 - G'AATT_C
EcoICRI - 404 - GAG'CTC

SacI - 406 - G_AGCT'C
Acc65I - 408 - G'GTAC_C

KpnI - 412 - G_GTAC'C
XmaI - 412 - C'CCGG_G

SmaI - 414 - CCC'GGG
BamHI - 417 - G'GATC_C
XbaI - 423 - T'CTAG_A
SalI - 429 - G'TCGA_C
SbfI - 439 - CC_TGCA'GG
PstI - 439 - C_TGCA'G
HindIII - 447 - A'AGCT_T
XhoI - 620 - C'TCGA_G
XcmI - 624 - CCAnnnn_n'nnnnTGG
NcoI - 626 - C'CATG_G
StuI - 648 - AGG'CCT
BsiWI - 890 - C'GTAC_G
SnaBI - 894 - TAC'GTA
EagI - 929 - C'GGCC_G

EcoRV - 2205 - GAT'ATC

BglII - 2343 - A'GATC_T
NsiI - 2397 - A_TGCA'T

HpaI - 2544 - GTT'AAC

BclI - 2918 - T'GATC_A - dam methylated!
AscI - 3539 - GG'CGCG_CC

SwaI - 3869 - ATTT'AAAT

AgeI - 4337 - A'CCGG_T

AvrII - 4566 - C'CTAG_G
AscI - 4703 - GG'CGCG_CC

MluI - 4713 - A'CGCG_T
ClaI - 4720 - AT'CG_AT
PciI - 4783 - A'CATG_T

ScaI - 6156 - AGT'ACT

ZraI - 6596 - GAC'GTC
AatII - 6598 - G_ACGT'C

E.
co

l i O
RI

pRLYT1
6193 bp

NdeI - 184 - CA'TA_TG
KasI - 235 - G'GCGC_C

NarI - 236 - GG'CG_CC
SfoI - 237 - GGC'GCC

BbeI - 239 - G_GCGC'C
XcmI - 312 - CCAnnnn_n'nnnnTGG

EcoRI - 396 - G'AATT_C
EcoICRI - 404 - GAG'CTC

SacI - 406 - G_AGCT'C
XmaI - 412 - C'CCGG_G

SmaI - 414 - CCC'GGG
BamHI - 417 - G'GATC_C
XbaI - 423 - T'CTAG_A
SalI - 429 - G'TCGA_C
SbfI - 439 - CC_TGCA'GG
PstI - 439 - C_TGCA'G
SphI - 445 - G_CATG'C
HindIII - 447 - A'AGCT_T
XhoI - 620 - C'TCGA_G
XcmI - 624 - CCAnnnn_n'nnnnTGG
NcoI - 626 - C'CATG_G
StuI - 648 - AGG'CCT
BsiWI - 890 - C'GTAC_G
SnaBI - 894 - TAC'GTA
EagI - 929 - C'GGCC_G

BglII - 2343 - A'GATC_T
NheI - 2409 - G'CTAG_C

BmtI - 2413 - G_CTAG'C
NcoI - 2518 - C'CATG_G

SpeI - 2574 - A'CTAG_T
HpaI - 3647 - GTT'AAC

BsrGI - 3982 - T'GTAC_A
SwaI - 4002 - ATTT'AAAT
ClaI - 4022 - AT'CG_AT

AscI - 4233 - GG'CGCG_CC
BssHII - 4233 - G'CGCG_C

MluI - 4243 - A'CGCG_T
ClaI - 4250 - AT'CG_AT
PciI - 4313 - A'CATG_T

ScaI - 5686 - AGT'ACT

ZraI - 6126 - GAC'GTC
AatII - 6128 - G_ACGT'C

E.
co

li 
O R

I

pRLYT2
6403 bp

NdeI - 184 - CA'TA_TG
KasI - 235 - G'GCGC_C

NarI - 236 - GG'CG_CC
SfoI - 237 - GGC'GCC

BbeI - 239 - G_GCGC'C
XcmI - 312 - CCAnnnn_n'nnnnTGG

EcoRI - 396 - G'AATT_C
EcoICRI - 404 - GAG'CTC

SacI - 406 - G_AGCT'C
XmaI - 412 - C'CCGG_G

SmaI - 414 - CCC'GGG
BamHI - 417 - G'GATC_C
XbaI - 423 - T'CTAG_A
SalI - 429 - G'TCGA_C
SbfI - 439 - CC_TGCA'GG
PstI - 439 - C_TGCA'G
SphI - 445 - G_CATG'C
HindIII - 447 - A'AGCT_T
XhoI - 620 - C'TCGA_G
XcmI - 624 - CCAnnnn_n'nnnnTGG
NcoI - 626 - C'CATG_G
StuI - 648 - AGG'CCT
BsiWI - 890 - C'GTAC_G
SnaBI - 894 - TAC'GTA
EagI - 929 - C'GGCC_G

BglII - 2343 - A'GATC_T
NheI - 2409 - G'CTAG_C

BmtI - 2413 - G_CTAG'C
NcoI - 2518 - C'CATG_G

SpeI - 2574 - A'CTAG_T
HpaI - 3647 - GTT'AAC

BsrGI - 3982 - T'GTAC_A
SwaI - 4002 - ATTT'AAAT
ClaI - 4022 - AT'CG_AT

AscI - 4233 - GG'CGCG_CC

AscI - 4443 - GG'CGCG_CC
MluI - 4453 - A'CGCG_T
ClaI - 4460 - AT'CG_AT
PciI - 4523 - A'CATG_T

ScaI - 5896 - AGT'ACT

ZraI - 6336 - GAC'GTC
AatII - 6338 - G_ACGT'C

E.
co

l i 
O R

I

pRLYT8
7404 bp

NdeI - 184 - CA'TA_TG
KasI - 235 - G'GCGC_C

NarI - 236 - GG'CG_CC
SfoI - 237 - GGC'GCC

BbeI - 239 - G_GCGC'C
XcmI - 312 - CCAnnnn_n'nnnnTGG

EcoRI - 396 - G'AATT_C
EcoICRI - 404 - GAG'CTC

SacI - 406 - G_AGCT'C
XmaI - 412 - C'CCGG_G

SmaI - 414 - CCC'GGG
BamHI - 417 - G'GATC_C

XbaI - 423 - T'CTAG_A
SalI - 429 - G'TCGA_C
SbfI - 439 - CC_TGCA'GG
PstI - 439 - C_TGCA'G
SphI - 445 - G_CATG'C
HindIII - 447 - A'AGCT_T
XhoI - 620 - C'TCGA_G
XcmI - 624 - CCAnnnn_n'nnnnTGG
NcoI - 626 - C'CATG_G
StuI - 648 - AGG'CCT
BsiWI - 890 - C'GTAC_G
SnaBI - 894 - TAC'GTA
EagI - 929 - C'GGCC_G

BglII - 2343 - A'GATC_T
NheI - 2409 - G'CTAG_C
BmtI - 2413 - G_CTAG'C

NcoI - 2518 - C'CATG_G
SpeI - 2574 - A'CTAG_T

HpaI - 3647 - GTT'AACBsrGI - 3982 - T'GTAC_A
ClaI - 4022 - AT'CG_AT

AscI - 5444 - GG'CGCG_CC
BssHII - 5444 - G'CGCG_C

MluI - 5454 - A'CGCG_T
ClaI - 5461 - AT'CG_AT
PciI - 5524 - A'CATG_T

ScaI - 6897 - AGT'ACT
ZraI - 7337 - GAC'GTC

AatII - 7339 - G_ACGT'C

E.
co

li 
OR

I

pRLYT9
7357 bp

NdeI - 184 - CA'TA_TG
KasI - 235 - G'GCGC_C

NarI - 236 - GG'CG_CC
SfoI - 237 - GGC'GCC

BbeI - 239 - G_GCGC'C
XcmI - 312 - CCAnnnn_n'nnnnTGG

EcoRI - 396 - G'AATT_C
EcoICRI - 404 - GAG'CTC

SacI - 406 - G_AGCT'C
XmaI - 412 - C'CCGG_G

SmaI - 414 - CCC'GGG
BamHI - 417 - G'GATC_C

XbaI - 423 - T'CTAG_A
SalI - 429 - G'TCGA_C
SbfI - 439 - CC_TGCA'GG
PstI - 439 - C_TGCA'G
HindIII - 447 - A'AGCT_T
XhoI - 620 - C'TCGA_G
XcmI - 624 - CCAnnnn_n'nnnnTGG
NcoI - 626 - C'CATG_G
StuI - 648 - AGG'CCT
BsiWI - 890 - C'GTAC_G
SnaBI - 894 - TAC'GTA
EagI - 929 - C'GGCC_G

BglII - 2343 - A'GATC_T
NheI - 2409 - G'CTAG_C
BmtI - 2413 - G_CTAG'C

NcoI - 2518 - C'CATG_G
SpeI - 2574 - A'CTAG_T

HpaI - 3647 - GTT'AACBsrGI - 3982 - T'GTAC_A
ClaI - 4022 - AT'CG_AT

AscI - 4233 - GG'CGCG_CC

AgeI - 5031 - A'CCGG_T

AvrII - 5260 - C'CTAG_G
AscI - 5397 - GG'CGCG_CC

MluI - 5407 - A'CGCG_T
ClaI - 5414 - AT'CG_AT
PciI - 5477 - A'CATG_T

ScaI - 6850 - AGT'ACT
ZraI - 7290 - GAC'GTC

AatII - 7292 - G_ACGT'C

E.
co

li 
OR

I

A

Figure S1:
Summary of all the final pRLY-vectors described in the text. Unique restriction sites are in blue, and other restriction sites of interest are in black. 
A) pRLY-based counterselection vectors expressing the pyrFE genes. B) pRLSAYx9 plasmids, that are used to restore the pyrFE genes to wildtype.

pRLSAYC9
8026 bp

KasI - 235 - G'GCGC_C
NarI - 236 - GG'CG_CC

SfoI - 237 - GGC'GCC
BbeI - 239 - G_GCGC'C

EcoRI - 396 - G'AATT_C
Eco53kI - 404 - GAG'CTC

SacI - 406 - G_AGCT'C
XmaI - 412 - C'CCGG_G
SmaI - 414 - CCC'GGG
BamHI - 417 - G'GATC_C
XbaI - 423 - T'CTAG_A
PmeI - 603 - GTTT'AAAC
AflII - 700 - C'TTAA_G
PstI - 1114 - C_TGCA'G

EcoRV - 2719 - GAT'ATC
EcoRI - 2777 - G'AATT_C

SalI - 2887 - G'TCGA_C
SnaBI - 2980 - TAC'GTA

HindIII - 3508 - A'AGCT_T
BclI - 3568 - T'GATC_A - dam methylated!

BglII - 3788 - A'GATC_T
StuI - 3886 - AGG'CCT

MfeI - 4485 - C'AATT_G
AscI - 4902 - GG'CGCG_CC

SwaI - 5232 - ATTT'AAAT

SphI - 5630 - G_CATG'C
AvrII - 5929 - C'CTAG_G

AscI - 6066 - GG'CGCG_CC
NgoMIV - 6070 - G'CCGG_C

NaeI - 6072 - GCC'GGC
MluI - 6076 - A'CGCG_T

ScaI - 7519 - AGT'ACT
ZraI - 7959 - GAC'GTC

AatII - 7961 - G_ACGT'C

E.
co

li O
RI

pRLSAYE9
8108 bp

KasI - 235 - G'GCGC_C
NarI - 236 - GG'CG_CC

SfoI - 237 - GGC'GCC
BbeI - 239 - G_GCGC'C

EcoRI - 396 - G'AATT_C
Eco53kI - 404 - GAG'CTC

SacI - 406 - G_AGCT'C
XmaI - 412 - C'CCGG_G
SmaI - 414 - CCC'GGG
BamHI - 417 - G'GATC_C
XbaI - 423 - T'CTAG_A
PmeI - 603 - GTTT'AAAC
AflII - 700 - C'TTAA_G
PstI - 1114 - C_TGCA'G

EcoRV - 2719 - GAT'ATC
EcoRI - 2777 - G'AATT_C

SalI - 2887 - G'TCGA_C
SnaBI - 2980 - TAC'GTA

HindIII - 3508 - A'AGCT_T
BglII - 3788 - A'GATC_T

NsiI - 3842 - A_TGCA'T

AscI - 4984 - GG'CGCG_CC

SwaI - 5314 - ATTT'AAAT

SphI - 5712 - G_CATG'C
AvrII - 6011 - C'CTAG_G

AscI - 6148 - GG'CGCG_CC
NgoMIV - 6152 - G'CCGG_C

NaeI - 6154 - GCC'GGC
MluI - 6158 - A'CGCG_T

ScaI - 7601 - AGT'ACT
ZraI - 8041 - GAC'GTC

AatII - 8043 - G_ACGT'C

E.
co

li O
RI

pRLSAYT9
8802 bp

KasI - 235 - G'GCGC_C
NarI - 236 - GG'CG_CC

SfoI - 237 - GGC'GCC
BbeI - 239 - G_GCGC'C

EcoRI - 396 - G'AATT_C
Eco53kI - 404 - GAG'CTC

SacI - 406 - G_AGCT'C
XmaI - 412 - C'CCGG_G
SmaI - 414 - CCC'GGG
BamHI - 417 - G'GATC_C
XbaI - 423 - T'CTAG_A
PmeI - 603 - GTTT'AAAC
AflII - 700 - C'TTAA_G
PstI - 1114 - C_TGCA'G

EcoRI - 2777 - G'AATT_C
SalI - 2887 - G'TCGA_C

SnaBI - 2980 - TAC'GTA
HindIII - 3508 - A'AGCT_T

BclI - 3568 - T'GATC_A - dam methylated!
BglII - 3788 - A'GATC_T

NheI - 3854 - G'CTAG_C
BmtI - 3858 - G_CTAG'C

NcoI - 3963 - C'CATG_G
SpeI - 4019 - A'CTAG_T

AscI - 5678 - GG'CGCG_CC

SphI - 6406 - G_CATG'C

AvrII - 6705 - C'CTAG_G
AscI - 6842 - GG'CGCG_CC
NgoMIV - 6846 - G'CCGG_C

NaeI - 6848 - GCC'GGC
MluI - 6852 - A'CGCG_T

ScaI - 8295 - AGT'ACT
ZraI - 8735 - GAC'GTC

AatII - 8737 - G_ACGT'C
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