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A 250bp fragment of satellite II DNA was cloned from sonicated and renatured
(Cot=",1) human lymphocyte DNA. This clone (AB6) was sequenced using standard
methods (1). The sequence contains multiple Hinfl and Taql restriction
endonuclease sites and corresponds to
2) of classical satellite II DNA (2).
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The sequence presented here consists
entirely of tandem repeats of a 26bp
element which has been seen in other
satellite II sequences such as the
48bp and 59bp genomic sequences of
Prosser et al (2) and the pPD17 clone
of Deininger et al (3). The 26bp
repeating unit is formed from alter-
nating 10bp and 16bp units which have
common core consensus of (GATTCCATTC).
This core is related to the 5bp
repeat unit (ATTCC) of satellite 3
DNA and may be the original segment
which was amplified to form the
satellite II DNA.

The sequence shown is continuous and
is aligned to show the repeating
units. Highly conserved bases are
indicated by capital letters and
deleted bases are shown as hyphens.
The Hinfl and Taql sites are shown
below the sequence and the numbering
refers only to bases sequenced.
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