TABLE S1. Phenotypic characteristics of M. osloensis strains and group A isolates

M. osloensis Group A strains
Type strain and reference strain? (4 isolates)®
Gram stain - -
Morphology Rod Rod
Motility - -
Oxygen condition Aerobic Aerobic
Gowth on SCD agar + +
Hemolysis - -
Catalase test + +
Oxidase + +
API-ZYM
Alkaline phosphatase + +
Esterase (C 4) + +
Esterase Lipase (C 8) + +
Lipase (C 14) - .
Leucine arylamidase + +
Valine arylamidase d(1/2) d(3/4)
Cystine arylamidase d(1/2) -
Trypsin - -
Chymotrypsin - -
Acid phosphatase + +
Napthol-AS-Blphosphohydrolase + +

o -Galactosidase - -
B -Galactosidase - -
B -Glucuronidase - -
o -Glucosidase - -
B -Glucosidase - -
N-acetyl-b-glucosaminidase - -
o -Mannosidase - -

o -Fucosidase - -

+, positive; -, negative; d, variable. The numbers in parentheses are the numbers of positive strain(s)/test strains.
a CCUG350T (=ATCC19976T) and NCIMB 10693
b, KMC41, KMC43, KMC44, and KMC46



0.01

KMC43 (AB643587)
Fu KMC46 (AB643590)
70l KMCA41 (AB643586)
KMC44 (AB643588)
&8 Moraxella osloensis ATCC19976T (AB643598)
100 Moraxella osloensis NCIMB10693 (AB643597)

100

Moraxella atlantae CCUG6415T (HM161851)
Moraxella boevrei ATCC700022T (DQ156147)

100

67 Psychrobacter immobilis DSM7229T (AJ309942)
Psychrobacter phenylpyruvicus ATCC23333T (U46144)

\— Moraxella phenylpyruvicus 752/52 (AF005192)
Moraxella equi ATCC25576T (AF005184)

Moraxella lacunata ATCC17967T (AF005160)

Moraxella nonliquefaciens NCTC7784T (AF005172)

Moraxella canis LM G11194T (AJ269511)

Moraxella catarrhalis ATCC25238T (AF005185)

Moraxella caviae CCUG355T (AF005187)

Moraxella ovis ATCC33078T (AF005186)

100

61 Moraxella bovis ATCC10900T (AF005182)

4‘::10raxella pluranimalium 284-01T (AM884564)
97 Moraxella cuniculi CCUG2154T (AF005188)

[ Adnetobacter Iwoffii ATCC17925T (293441)
!

Acinetobacter calcoaceticus DSM 30006T (AJ633632)

FIG. S1. Phylogenetic tree based on 16S rRNA gene. Sequence comparison by the neighbor-joining algorithm
showing the rel ationships between the four isolates of Moraxella osloensis and other reference species of the genus
Moraxella. Bootstrap values (expressed as a percentage of 1000 replications) are given at the branching points.
Acinetobacter calcoaceticus DSM30006T was used as an outgroup. Bar shows 0.01% sequence divergence.



