MAD no.

1739
1740
2220
2221
2223
2224
2225
2231
2232
2234
2486
2569
2570
2630
2631
2632
2633
2648
2649
2705
2719
2900
2965
2966
2967

Supplemental Table 1: Strainsused in thiswork

compl ete genotype

biAl

pyrG89 pyroA4 nkuAA::bar

pyrG89 pyroA4 nkuAdA::bar pacC900

pyrG89? pabaAl palH72 pald::gfp-pyrGY inoB2 pyroA4
pyrG89? palH72 palA::gfp-pyrG?Y inoB2

pyrG89? pald::gfp-pyrGY pyroA4

pyrG89? pald::gfp-pyrGY inoB2 palB38

pyrG89? wAl palA::gfp-pyrGY pyroA4 palB38

pyrG89? pald::gfp-pyrGY pyroA4? palCA::pyroA™

pyrG89? pald::gfp-pyrGY pyroA4? palCA::pyroA”

pyrG89? pald::gfp-pyrG*Y

pyroA4[pyroA*-gpdA™™ ::PalF-(HA)3] inoB2 nkuA.:bar pacC900
pyrG89? pald::mCherry-pyrGY palC::gfp-pyrGY niid4

ya2 pabaAl pyrG89? palA::mCherry-pyrGY palC::gfp-pyrGY
pyrG89? pald::gfp-pyrGY pyroA4 sitA54 fwAl

biAl pyrG89? palA::gfp-pyrGY pyroA4 sitA54 fwAl

bidl pyrG89? vps324::pyrGY pald::gfp-pyrGY pyroA4 sitA54
pyrG89? vps324::pyrGY palA::gfp-pyrGY pyrod4 sitA54
bidl pyrG89? vps324::pyrGY palC::gfp-pyrGY sitA54
pyrG89? vps324::pyrGY palC::gfp-pyrGY sitA54

palH72 nkud::bar pyroA4.::[pyroA*-gpdA™": :palF::(HA)3] pacC900
pyroAd4::[pyroA*-gpdA™: .palF::(HA)3::UbK48R] pacC900
pyrG89? nkuAdA::bar pyroA4 vps4-1 pacC900

pyrG89? pyroA4 palC::gfp-pyrGY sltA59 vps274::pyrGY
pyrG89? palC:.‘gﬁ?-pyrGAf slt459 vps27A.'.'pyrGAf

pyrG89? palC::gfp-pyrGY sit459

source
Our collection

H.N.Arst

H.N.Arst

This study

This study

This study

This study

This study

This study

This study

This study
Hervas-Aguilar et al. 2010

This study

This study

This study

This study

This study

This study

This study

This study
Hervas-Aguilar et al. 2010
Hervas-Aguilar et al. 2010

This study

This study

This study

This study



3007
3052
3153
3200
3201
3214
3216
3217
3270
3347
3348
3367
3368
3369
3373
3374
3375
3465
3935
3936
3973

Supplemental Table 1 (cont.): Strainsused in thiswork

pyroA4[pyroA*-gpdA™™: :palF-(HA)3] pacC900 pantoB100[pantoB*-gpdA™™::palH-(Myc)3]
pyrG89? pabaAl vps4-(HA)3 pacC900?

pyrG89 pyroA4 nkud::bar vps23::gfp-pyrG*

pyrG89? pyrod4 palC::gfp-pyrGY vps4-(HA)3

pyrG89? yA2 pabaAl palC::gfp-pyrGY vps4-(HA)3

pyrG89? yA2 pabaAl pyrod4 palC::gfp-pyrG?Y sltA58 vps234::pyrGY
pyrG89? yA2, pabaAl palC::gfp-pyrGY sitA58 vps234::pyrGY
pyrG89? yA2, pabadl palC::gfp-pyrGY sitA58

pyrG89? nkuAdA::bar pyroA4 vps4-1 pacC900

pyrG89? palC::gfp-pyrGY vps4-1 pacC900?

pyrG89? yA2 pyroA4 palC::gfp-pyrGY vpsd-1 pacC900?

pyrG89? pantoB100 vps23::gfp-pyrG*Y

pyrG89? pyroA4 palF15 vps23-gfp::pyrGY

pyrG89? pyrod4 palF15 vps23-gfp::pyrGY

pyrG89? pyroA4 sltA59 vps274::pyrGY vps23::gfp-pyrGY

pyrG89? sltA59 vps27A::pyrGY vps23::gfp-pyrGY

pyrG89? pyroA4 sltA59 vps23::gfp-pyrGY

pyrG89? pyroA4[pyrod*-gpdA™™: :palF-(HA)3] vps23::gfp-pyrGY
pyrG89 pyroA4[pyroA*-vps4’: :vps4-(HA)3] nkuAA::bar vps4-1 pacC900
pyrG89 pyroA4[pyroA*-vps4’: :vps4-(HA)3] nkudA::bar pacC900
pyrG89? wA4 palA::mCherry-pyrG?Y inoB2 pyroA4 sltA59 vps274::pyrGY vps23::gfp-pyrG*

Hervas-Aguilar
This study
This study
This study
This study
This study
This study
This study
This study
This study
This study
This study
This study
This study
This study
This study
This study
This study
This study
This study
This study



Supplemental Table II, Oligonucleotides used in this work

palA-Primers

cDNA & sequence analysis
ADH7 Rev

ADH8 For
5’cDNAPalA-Ncol
3’cDNAPalA-EcoRI

C-terminal tagging

palA 5' FOR

palA 3' REV

palA::GFP FOR
pyrGfum::3'UTR palA REV
3'UTR palA FOR

palA 3'UTR REV

palC -Primers
Deletion
PalC5UTR5’
PalC5UTR3’
PalC5 pyro
PalC3 pyro
PalC3UTR5’
PalC3UTR3’

palH -Primers
pPGEX-2T tail cloning
3’BamHI palH tail
5’BamHI palH tail

vps4 - Primers

5’utr vps4-pyrGA.f-niiA::HAz::vps4 & vps4 plasmids
Xhol 5UTRvps4-5
Pstl 5SUTRvps4-3
Spel-niiA

3-niiA
niiA-HA-fusion
HA-ORFvps4-fusion
5secniiA

3secniiA
5-ORFvps4

Notl 3-ORFvps4
5secVps4
3secVps4

5" Vps4+niiA tail
3nii+vps4tail

vps23 - Primers
cDNA and pGEX-2T cloning
3’EcoRI-Vps23
5’BamHI-vps23

cDNA Vps23 sequence analysis
5"exonll

3’exonll

5’exonlV

3’exonlV

pGEX-2T Vps23-UEV cloning
5"UEV-vps23
3’UEV-vps23

C-terminal tagging
5'Vps23

3'Vps23
5’Vps23tag
3’Vps23tag
5'Vps23-UTR
3'Vps23-UTR

sltA & vps32 sequencing
5'SItA54

3'SItA54

5'UTR-Vps32
3’UTR-Vps32
Fup-Vps32
Rdown-Vps32

Oligo Sequence

GAAGATCTCAGCTCCTGGAG
CCTAAACTCTACACCACCGC
AAACCATGGCCTCAAATATCCTCCAG
AAAGAATTCATGAGAACTTCATCCCCTTCG

GGCCAGTCTACTATCATCGCTCAATCTCCC
TGAGAACTTCATCCCCTTCGACGGATCCC
GGGATCCGTCGAAGGGGATGAAGTTCTCAGGAGCTGGTGCAGGCGCTGGAGCC
CAAAGCATATGTTTAGTAGCGTATTAAGGTGTCTGAGAGGAGGCACTGATGCG
ACCTTAATACGCTACTAAACATATGCTTTG
GATTCTCTACTTACCTTATATACCCTGACG

GCGTTGCGACCGCAGCTACG

GGTGACGAATGTGTAGTCTTGGGTGGTTGTAG
CTACAACCACCCAAGACTACACATTCGTCACCGGACATCAGATGCTGGATTACTAAGGTAATG
GGTAAGGGATACACAAGACCAAATTTGGATAGCGAGTGTCTACATAATGAAGGACAAATGC
TATCCAAATTTGGTCTTGTGTATCCCTTACC

GTTAAGCCAGCCGTATCCTC

AAAGGATCCCTATCGTTGAGAGTGGGACTCC
AAAGGATCCTGGGAGTGGGTGGAACGTATC

AAACTCGAGCTGTTGTTGGATCTGACTCTGG
AAACTGCAGTCTCGCTATATTTATCCAAGCGC
CACTAGTTGTGAGAGTATGGGATAGG

GATGGCGGGCGCGGTGATTGAGC
GCTCAATCACCGCGCCCGCCATCATGGGCCGCATCTTTTACCCATACGATG
CGGCCAAGGAAGTCGGTATTGCTCATCTGAGCAGCGTAATCTGGAACGTCATATG
GAACTGGGAACTGTCCAGAATATG

CATATTCTGGACAGTTCCCAGTTC

ATGAGCAATACCGACTTCCTTGG

GCGGCCGCACTCGTCGTTGGAATCTTCGGC

GTGCGAAGGAGGCGCTGAAGG

CCTTCAGCGCCTCCTTCGCAC
CCCTGCTCAATCACCGCGCCCGCCATCATGATGAGCAATACCGACTTCCTTGGC
GCCAAGGAAGTCGGTATTGCTCATGATGGCGGGCGCGGTGATTGAGCAGGG

GAATTCTAGTATTCCTCTAGGCCCATACC
GGATCCATGGCGTCAGTCCCACAGAGGAC

GATCACTACGACCCCAAGCAAACATATC
TGTAGACTGCGGTTTCAGGGGCAAG
CGCTCTTCCCTCCTTGACCTTCTGTC
GAGAGCTTTGGAGACGGCCTG

AAAGGATCCAGCGTTCTGATCAGGGATCACTACGAC
AAAGAATTCTTGTTTGTACTTGACGGGAGG

GCTACCTCCATTACCACCGAAGG

GTATTCCTCTAGGCCCATACCCTTG
GGCAAGGGTATGGGCCTAGAGGAATACGGAGCTGGTGCAGGCGCTGGAGCCGG
GTCTATAGATCAATGCGAACAAAAGCACGGTCTGAGAGGAGGCACTGATGCGTG
CGTGCTTTTGTTCGCATTGATCTATAG

CGCTGAGACACCAATATCAGCCAG

GCTGGGACCTTGCCCCCTC
CAGCGCAATGTAGCCAAC
GTGAAAGACTCAAGTCGTCTACC
CCCTGTTCATCATATGTGTAGGG
GTCTCCAAGACAGCATTGACG
GTCGCCAATCCTAAACATCC



	Binder1
	Supplemental S1 Mitoses
	Supplemental S2 6 examples compress
	Supplemental 3 Vps4
	Supplemental S4 Vps23 palA1

	Binder2
	Supplemental Table 1 REVISED
	Supplemental Table 2
	Hoja1





