MSLLEVIIVLGIIGTIAAGVVILAQRAFDSRAVTPBLVTNTNTVRVEIMKDAYQRDG

LngA-E9034A 1 Y P D)A'AsIP LEJL T W
LngA-M526-C6B IBMSLLEVIIVLGIIGTIAAGVVILAQRAFDSRAVTPLVTNTNTVRVEIMKDAY QRD GJHY P D)AASIP LEJL T I
LngA-01117-5 IEMSLLEVIIVLGIIGTIAAGVVILAQRAFDSRAVTPILVTNTNTVRVEIMKDAY QRD GJHY P D)AASIP LEL T Y
LngA-M626-C JENMSLLEVIIVLGIIGTIAAGVVILAQRAFDSRAVTPILVTNTNTVRVEIMKDAYQRDG)4Y P D)4'AP LiML TR
LngA-10159a IBEMSLLEVIIVLGIIGTIAAGVVILAQRAFDSRAVTPILVTNTNTVRVEIMKDAY QRD G)\YY P DpAYASIP LINL T §)»)
LngA-B7A IBMSLLEVIIVLGIIGTIAAGVVILAQRAFDSRAVTPLVTNTNTVRVEIMKDAY QRD G)\/Y P DpAASIP LINL T8
LngA-BrS5 IEMSLLEVIIVLGIIGTIAAGVVILAQRAFDSRAVTPILVTNTNTVRVEIMKDAY QRD G)\YY P DyAAS{P LINL T 8]
LngA-M633-C1l IEMSLLEVIIVLGIIGTIAAGVVILAQRAFDSRAVTPILVTNTNTVRVEIMKDAY QRD G)\YY P DyAASIP LINL T 8]
LngA-1138la JEMSLLEVIIVLGIIGTIAAGVVILAQRAFDSRAVTPRILVTNTNTVRVEIMKDAYQRDG\YY P Dpa'ASP LIYL T ¥ s]
LngA-ECOR27 IEEMSLLEVIIVLGIIGTIAAGVVILAQRAFDSRAVTIJLVTNTNTVRVEIMKDAY QRD GIVY P Dy4#ASP LEJL TENs)
LngA-E9034A 71 IPAAQLVQLGKIWWPDEVRNNISGDFIINIGG ALIVINKGFINIELNGLSQEQCR
LngA-M526-C6B 71 IPAAQLVQLGKIWPDEVRNNISGDFINNIGG A[IVINKGF)INIELNGLSQEQCR
LngA-01117-5 71 IPAAQLVQLGKIWWPDEVRNNISGDFINVIGG A[IVINKGF)IATELNGLSQEQCR
LngA-M626-C 71 IPAAQLVQLGKIWWPDEVRNNISGDFINVIGG AU VISKGF)IAIELNGLSQEQCR
LngA-10159a 71 AIPAAQLVQLGKIMWPDEVRNNISGDFINVIGG AVWVINKGFINIELNGLSQEQCR
LngA-B7A 71 AIPAAQLVQLGKIPPDEVRNNISGDFIEVIGG AN VIMKGF)IN\IELNGLSQEQCR
LngA-Br5 71 SIPAAQLVQLGKIPPDEVRNNISGDFILVIGG AMVIMKGFINIELNGLSQEQCR
LngA-M633-C1l 71 IPAAQLVQLGKIPWPDEVRNNISGDFINNIGG AMVIMKGFINIELNGLSQEQCR
LngA-11381la 71 IPAAQLVQLGKIWWPDEVRNNISGDFINVIGG AMVINKGF)IAIELNGLSQEQCR
LngA-ECOR27 71 SIPAAQLVQLGKIEPDEVRNNISGDFIEIGG AVVINKGF\YIELNGLSQEQCR
LngA-E9034A 141 G N

LngA-M526-C6B 141 G G

LngA-01117-5 141 G N

LngA-M626-C 141 G D

LngA-10159%a 141 G D

LngA-B7A 141 G D

LngA-BrS 141 G D

LngA-M633-C1 141 G D

LngA-1138la 141 G D

LngA-ECOR27 141 G| AIN|

Supplemental Figure S1. Amino acid sequence alignment of LngA variants. Mature non-
redundant LngA sequences from various ETEC strains: E9034A, GenBank Accession No.
AAC33154; M526-C6B, ABVS57880; 01117-5, ABV57862; M626-C, ABV57875; 10159,
ABVS57868; B7A, ABV57871; Br5, ABV57878; M633-Cl, ABV57876; 11381a, ABV57869;
and ECOR27, ABV57879. Identical residues are shown in white text with red shading;

homologous residues have black text and yellow shading.



