Figure S1. Alignment of MMP1081, MMP1082 and MMP1083 with WbuX, WbuY and WbuZz,

respectively.
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wbuz MLRPRIIPCLLIHDSGLVKTVNFKSPKYVGDPINAVKIFNEKEADELMVLDIDATSRGLE 60

MMP1083 MYRNRIIPCLLLKDERLVKTVKFKDPNYIGDPLNAVRIFNDKEADELFFIDISASKR-ES 59
*  x *******::*' *****:**'*:*:***:***:***:******:':**'*:-*

wbu?z PNYDLIKKLAAECRMPLCYGGGVTSVAQATKIISLGVEKVSISSAAVENPNLVRELAEAV 120

MMP1083 INFDLLKKISSQSFMPLGYAGGIKCLNDAKKIFSIGFEKISLNTIVLKNPDLITEISKIY 119

FoXxkokkoppn, KRR Ok kg pF RER kR xkokp o LRk xoan

wbuZz GKQSVVVVLDIIKRKGLFSKGYELSTRNNTRKHKIDPVSFAKEMADLGAGEIVINEVDND 180

MMP1083 GSQSVLVTIDVKKN--FFGK-YYVYNHLKKKITKYNPVDFARKMEVLGAGELVINCVDND 176
* *** * :*: *- * *  x . . T * **k * Kk . :* K’k Kk k k. *** * Kk k%

wbuZz GVMGGYDVAYCSTIKSQINIPVTFLGGAGSYDHLSALIDQCGIVGAAAGSLFVFKGKYRA 240

MMP1083 GVMKGYNLKLIGEISKAVKIPIVALGGAGSLKDLDDAIN-VGASAAGAGSLFIYYGPHKA 235
* K x **:: . *.' ::**:. * Kk Kk ok ok x '.*. *: * '*.*****:: * ::*

wbuz VLISYPTPEQKDIICNGVMSNRL 263

MMP1083 VLINYPRGD--—-————=—=————~ 244
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Table S1. Primers used in this study.

Primer name Sequence® (5°-3”) Restriction
site

1081upstream.rt.for CATGACTAATCATGACTTCCCAAATGTC

1081upstream.rt.rev GTATGCTACATAAGTACTGTCTACG

MMP1081_For_RT ACTAGAGCGGAAGCATTAGGACAG

MMP1082_Rev_RT CCTGAATCGAAAGATCCCACTCCCGG

MMP1082_For_RT TATACTAATGACTACGGAATACG

MMP1083_Rev_RT TAATGCCGCCAGCATAACCCAGAGGCATG

MMP1084-083.RT.Rev | GTTTTGGGTGCTGGAGAACTCG

MMP1084-083.RT.For | AATTTGGCGAATACTACGAAGC

MMP1081_For_Up CGGGATCCAGATACGGAGATATTGAAG BamHI

MMP1081_Rev_Up ATGGCGCGCCGTCAGTCATGTCCATAATGC Ascl

MMP1081_For_Down | ATGGCGCGCCAGCGGAAGCATTAGGACAG Ascl

MMP1081_Rev_Down | CGGGATCCGAACTCCATAGATGTTATCC BamHI

MMP1082_For_Up ATCGGGATCCTGGCGTAGACAGTACTTATGTAGC BamHI

MMP1082_Rev_Up ATCGGCGCGCCCCATTCCATAATCAATTATTGC Ascl

MMP1082_For_Down ATCGGCGCGCCTATGGAGTTCAATTTCATCCTG Ascl

MMP1082_Rev_Down | ATCGGGATCCGGAGCAATATTAATCTCCTCTCGG BamHI

MMP1083_For_Up ATCGGGATCCCTAGAGCGGAAGCATTAGGACAG BamHI

MMP1083_Rev_Up ATCGGCGCGCCGGATCACCTATATAATTTGGATC Ascl

MMP1083_For_Down ATCGGCGCGCCATCCGAGAGGAGATTAATATTGCTCC Ascl

MMP1083_Rev_Down | ATCGGGATCCTGGTTATGCTGGCGATGCAGTGG BamHI

MMP1081_For_Seq GATGCAGTATGCCATTTGAG

MMP1081_Rev_Seq TCATTGGTTATAATAGCGTC

MMP1082_For_Seq

CTAGAGCGGAAGCATTAGGACAG




MMP1082_Rev_Seq

TATCATTGAATATCCTGACTGC

MMP1083_For_Seq

TCGAAGGATAACATCTATGGAG

MMP1083_Rev_Seq

TGGATTTATGGATAAACACATTG

MMP1081_For_Comp | CCAATGCATGGTTCAAAAAATATGTAAAAGATGCATTA | Nsil
TGG

MMP1081_Rev_Comp | GCTCTAGATTAGTGATGGTGGTGATGATGGTAAACCCT | Xbal
TATTTTTTTATATGTTTCTC

MMP1082_For_Comp | GGATGCATGATAGCAATAATTGATTATGG Nsil

MMP1082_Rev_Comp | AAACGCGTCTATGCCTGTTTTATAAAATTCTCC Mlul

MMP1083_For_Comp | GGATGCATGTATAGGAATAGAATAATACC Nsil

MMP1083_Rev_Comp | GGACGCGTTTAATCTCCTCTCGGATAGTTTA Mlul

MMP1082_For_SDM

GGCATTTGTTTAGGAATGCACTTATTAACCAATTCG

MMP1082_Rev_SDM

CGAATTGGTTAATAAGTGCATTCCTAAACAAATGCC

 The restriction sites indicated are underlined.




