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Partial nucleotide sequences of rab3 and rab4 cDNAs, isolated
from a rat brain library, have been recently published (1). Here,
we present their complete coding sequences encompassing regions
corresponding to residues 10-17 of K-ras (implicated in the binding
of GDP/GTP to P21) that were not determined earlier. Rab 3 and 4
encode 220 and 213 amino acid proteins that share respectively
39 and 42% homology with YPT and around 30% homology with the
P21ras.

Rawy tegocticttetgggpccecggtegeccagecgcagtcgecacggtecgtgtecgecagetigtctcagttitagagagggcaang

ATG GCC TCA GCC ACA GAC TCT CGA TAT GGG CAG AAG GAG TCC YCA GAC CAG AAC TTC GAC TAT ATG TTC AAG ATC
Met Ala Ser Ala Thr Asp Ser Arg Tyr OGly Gin Lys Glu Ser Ser Asp GIn Asn Phe Asp Tyr Met Phe Lys Ile

€TG ATC ATT GGT AAC AGC AGT OTG GGC AAA ACC TCA TTC CTT TTC COC TAC GCA GAC GAC TCT TTT ACT CCA OCC
Leu 1le 11le Giy Asn Ser Ser Val Oy Lys Thr Ser Pne Lev Phe Arg Tyr Ala Asp Asp Ser Phe Thr Pre Ala

TTT GTC AGC ACT GTG 0GC ATA GAC TTC AAG OTC AAA ACC ATC TAC CGC AAT GAC AAG AGG ATC AAG CTO CAG ATC
Phe Val Ser Thr Val Oiy iile Asp Phe Lys Val Lys Thr tte Tyr Arg Asn Asp Lys Arg 1is Lys Leu Gin 1te

TGO GAC ACA OCA GGA CAA GAG CGO TAC COGA ACC ATC ACC ACA GCC TAC TAC €GG GOC GCC ATG GGC TTC ATT CTA
Tro Ass Thr Ala Gly Oin GQiu Arg Tyr Arg TRt 11l e The The Ala Tyr Tyr Arg Gly Ala Met Giy Phe tie Lou

ATG TAT GAC ATC ACC AAT GAG GAG TCC TTC AAT GCA GTG CAG OAC TGG TCC ACT CAG ATC AAA ACT TAC TCA TGG
Met Tyr Asp lle Thr Asn Glu OGlu Ser Phe Asn Als Val Gin Aep Trp Ser Thr Gin Lie Lys Thr Tyr Ser Trp

GAC AAT GCC CAG OGTG CTO CTO GTG GOG AAC AAQ TGC GAC ATO GAG GAC OGAQ COGA GTO GTG TCC TCA GAA CGA GQGC
AS® Asn Als GIn Vel Lev Leu Val Gly Asn Lys Cys Asp Mot Glv Asp Giu Arg Val Val Ser Ser Glu Arg Giy

€0G CAG CTG GCC OAC CAC CTG GOGC TTT GAG TTC TTT GAG GCC AGC GCC AAG GAC AAC ATT AAT GTC AAG CAG ACC
Arg GIn Leu Ala Asp His Leu QGly Phe Giu Phe Phe Glu Al s Ber Al Lys Asp Asn Ile Asn Vel Lys Gin Thr

TTT GAA COGT CTG GTG GAC GTG ATC TGT GAG AAG ATG TCG GAG TCC CTA GAYT ACT GCA GAC CTT GCA GTC ACG GGT
Phe Glv Arg Leu Val Asp Val 11e Cys Giu Lys Met Seor Qiv Ser Leu Asp Thr Ala Asp Pro Ala Val Thr @iy

GCC AAG CAG GOGC CCA CAG CTC ACC GAC CAG CAG OGCA CCA CCT CAT CAG GAT TGC GCC TAC TGA
Ala Lys Gln Gty Prs Gin Leu Thr Asp Gin Gin Ala Pre Preo His GIn Asp Cys Ala Cys °°°

Bavs g9gitcctctcgectetcgagactggaggacganccccgiggagctgtgocgecaggatggcgagaccygec

ATG TCC GAG ACT TAC GAT TTC TTG TTT AAG TTC TTG GTC ATT GGA AAT GCG GGA ACT GOC AAA TCC TOC TTO CTC
Met Ser Oty Thr Tyr Asp Phe Lou Phe Lys Phe Leu Val! Ile @iy Aen Als Gly Thr Gly Lys Ser Cys Lov Lou

CAT CAG TTC ATT GAG AAG AAA TTC AAA GAT OAC TCA AAT CAT ACC ATA GGA GYG OGAA TTC GOT CAA AAG ATA ATA
His Gia Phe 1ie Glu Lys Lys Pnhe Lys Asp Asp Ser Asn His Thr ii1e Giy Vai Glv Phe Gly @in Lys Ite tie

AAT OTT GGT GGT AAA TAT OTG AAG TTA CAG ATA TGO GAC ACG GCT GGA CAG GAG COO TTC AGO TCT GTC ACG ACA
Asn Val @iy Giy Lys Tyr Val Lys Lew OGin Iie Trp Asp Thr Ala @y Gin Giv Arg Phe Arg Ser vVal Thr Thar

AGC TAC TAC AGA GOT 0CG OCT GGG OCA CTC CTC GTC TAT GAC ATC ACC AGC COA GAA ACC TAC AAT GCO CTT ACT
Ser Tyr Tyr Arg Gly Ala Ala Giy Ala Leu Leu Vai Tyr Asp Iie Thr Ser Arg Glu Thr Tyr Asn Ala Lev Thr

AAT TGO TTA ACA GAT GCC AGA ATG CTG GCG AGC CAG AAC ATC GTC ATC ATT CTC TOGC GGG AAC AAQ AAQG GAC cTe
Aen Trp Leu Thr Asp Ala Arg Met Lev Als Ser OGIn Asn Ile Val Jle Ile Leu Cys Qly Asn Lys Lys Asp Lo

QAT GCC GAC COG GAA OTC ACC TTC CTT GAA GCC TCC AGG TTC GCA CAA GAG AAT GAG CTC ATG TTC CTG GAA ACC
Asp Als Asp Arg Olu Val Thr Phe Lev Giv Ala Ser Arg Phe Ala Gin Glu Asn Gl v Leu Met Phe Lev Qlw Thr

AGT CCA CTG ACT GOGC GAG AAC OGTC GAA GAOG OCT TTC ATO CAG TGC GCA AGG AAG ATA CTT AAC AAA ATT GAA TCA
Ser Aila Leu Thnr Gly Glu Asn Val Glvu Glu Ala Pne Met Gin Cys Ala Arg Lys 1le Leu Asn Lys Iie QGlv Ser

00T GAQG CTG GAC CCC GAG AGG ATO 0GC TCT GGT ATC CAG TAT GGA GAC OGCC GCC TTO AGA €CAG CTA cO0G TCA CCC
Gly Glv Leu Asp Proe Gl u Arg Met Gly Ser Gly Ile Gin Tyr Gly Asp Ala Ala Low Arg GIn Leu Arg Ser Pro

COA COT ACA CAG OCT CCA AGT GCA CAG OAG TGT GGC TOC TAG
Arg Arg Thr Gin Aia Pre Ser Ala Gin Glu Cys @ly Cys *°°
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