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Complete nucleotide sequence of full length cDNA for rat a cardiac myosin heavy chain
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A 5930 nucleotide sequence encoding the complete 1938 amino acids of the rat alpha
cardiac myosin heavy chain plus the 5' and 3' untranslated regions was determined by
dideoxy sequencing (1) of clones obtained from a rat cardiac cDNA library (2). The
initiation codon at position 38, the termination codon at position 5852, and the poly
A addition signal at position 5893 are underlined.

10 20 30 40 50 60 70 80 90 100 110 120
TCTCTCAAMGATTAACCGGACTTTAAGACTGATAGGASSACGGATGCCCCAGATGGCTGACTTCCGGCGCACCscATACCTCsCGCAATCAGAGAAGGAGCGCCTCAGAGCCCAGACCCG

130 140 150 160 170 180 190 200 210 220 230 240
GCCCTTTGACATCCCCACAGAGTGCTTCGTGCCTGATGACAAGGGATATGTCAACCCCAAGATCGTCTCCCCcMcGAGGGCAAM;GTCACTGCCCGAACTGAAAACGGCAAGACCGGT

250 260 270 280 290 300 310 320 330 340 350 360
CACTCTGAAGGAGGACCAGGTGATGCACAGAACCCTCCGAAATTCrCACAAGATCGAGGACATGCCCATCCTGACCTTCCTOCATGAGf,'AGCTGTGCTCTACAATCTCAAGCACCCCTA

370 380 390 400 410 420 430 440 450 460 470 480
TGCCCCCTGGATGATCTATACCTACTCAGC.CCTCTTCTr.TGTCACCTCAACCCCTATAACTCCCTGCCAGTGTACAATGCGGAAGTGGTAGCTGCCTACCGGGGcCAAGACAGAGGACGA

490 500 510 520 530 540 550 560 570 580 590 600
CCCCCACCCCACATCTTCTCCATCTCTGACAACr.CCCTATCACGTACATr.CTGACAGATCCCCAccTCCATCCTCATCACTGGAGATCCCcGAG CGGGAAGACTGCTCAACACGAA

610 620 630 640 650 660 670 680 690 700 710 720
=CTCTCATCCAG TACTTT CCTAWTGACCATCAGCCGGACCGA CAAAGACAACCCTAMGAAAGCCCCT GGAGGACCA GATTATCCArCGCTACCCTCCTCTGGA

730 740 750 760 770 780 790 800 810 820 830 840
GCCTTTGGCACr-CCAAGCACTGTCOGGMTGCAAMCTCCTC=CCSTTTGGGAAGTTCATCAGGATCCACTTTGGccAGCACMAGGAACTGCsTTCTGCAGACATAGAGACCTACCTTCT

850 860 870 880 890 900 910 920 930 940 950 960
GCGACTCCCGGGTGATCTTCCAr.CTAAACGCTGAGGGACTACCATATCTTCTACCACATCCTr.TC MAACTC CTGACATGCTCCTGGTTACCAACAACCCGTA

970 980 990 1000 1010 1020 1030 1040 1050 1060 1070 1080
C*MACSACCTTCGCTCTCTCA CGCCAC C SCSCTC.TCCCC CCATTGATGACT CAGGCAGCTTTT.. GCCACTrCATACCCCCTTTGATGTCCTCCCGCTTCACAGCAGAGGAGAAGGCCr.GG

1090 1100 1110 1120 1130 1140 1150 1160 1170 1180 1190 1200
TGTCTACAAGCTGACAG CCCCCATCATG CACTATGGGMCATGAMGTTCAAGCAGAACCAGCCCA"CACM GACATGCCTACAAATCTGCCTACCTCAT

1210 1220 1230 1240 1250 1260 1270 1280 1290 1300 1310 1320
CCCCTrCMCTCAGCCGACCTGCTCAAGGGTCTGTGTCACCCTCGGGCTGAAGCTGGGTAACGATATGTCACCAAGG=CsAGAGTGTACAGCAGGTGTACTATTCCATCGGGGCACTGGC

1330 1340 1350 1360 1370 1380 1390 1400 1410 1420 1430 1440
CAAiCTCAGTGTACGAGAAGATGTTCAACTCGATGGTGACACGCACAACGCAAMCCCTGGAGACCAAGCAGCCACGCCAGTACTTCATAGGTGTCCTGGACATCGCCGGCTTTGAGATCTT

1450 1460 1470 1480 1490 1500 1510 1520 1530 1540 1550 1560
T.TTCAACCACCTTTGAGCACCTCTCCATCACTTCACCAACTGAGAGCTCAGCATTCTTCAACCACCACATOTTCGTOCTGGAGCAGGAGGAGTACAAGAAGGAAGGCATCGAGCT

1570 1580 1590 1600 1610 1620 1630 1640 1650 1660 1670 1680
CGACTTCATTGACTTCGGCCATGGACCTGCAGGCCTCCATCGACCTCATCGAGAAGCCCATGGGCATCATGTCCATCCTGGAGGAGGAGTGCATGTTCCCCAAGGCCACAGACATGACCTT

1690 1700 1710 1720 1730 1740 1750 1760 1770 1780 1790 1800
CACCMCTGTACGCAAMCCCACTGCAAGMTCCAACA CTTCCAG AACCCTCGCAGCAAGGGACAGT_CCCACTTCTCTCTGGTCCACTATGCTGGCACCGTGGACTA

1810 1820 1830 1840 1850 1860 1870 1880 1890 1900 1910 1920
CAACATUTTCAGCAAGACACAAGGCACCCTCTCAACGAGA GCTGGTCGGGCTGTACCAGAAGTCCTCCCTCAzACTCATGCsCACACTCTTCTCCACCTATGCTTCTGCTGA

1930 1940 1950 1960 1970 1980 1990 2000 2010 2020 2030 2040
TACCCCTGACAGTCCATCTCAGACAGTGTCTCCTCTCCACCGGGAAAATCTGACAAMCTGATGCAAMACCTGAGGACCACCCATCC

2050 2060 2070 2080 2090 2100 2110 2120 2130 2140 2150 2160
TCACTTTGTGCCCTGCATCATCCCCAATGAGCGGAGCTCCTAGGTCC GGCACCCCCT GGTCATGCACCAGCCTGCATGCAACGGAGTGCTGGAGGGTATCCGCATCTGTAGGAA

2170 2180 2190 2200 2210 2220 2230 2240 2250 2260 2270 2280
CCCTTCCCCAACCGCATTCTTsTATCC4ACTTCSCTAG TTCAATCCTGACCTCTGAGCATCCCATGACCAATCMATTAACGGGTAGGG CTGAACCTGCTGG

2290 2300 2310 2320 2330 2340 2350 2360 2370 2380 2390 2400
CTCCCTGGACATTGCACACAACCAGTACAAGTTGCsCACACCAAGCTC TTCTTCAAGGCGGGGsCTGCTGG CTOCTGGAGGAGATGCGAGATGAGAGG CTGAGCCGCATCATCACCAG

2410 2420 2430 2440 2450 2460 2470 2480 2490 2500 2510 2520
AATCCAGCCTCAACCCCGAGGCCAGCTCATGCGCATTGAGTTCAAGAAGATCCTCcAGCGCAGACCCCAscTGCTGGTTATCCAGTGGAACATCCGCGCCTTCATGGrCGGTCAAGAATTC

2530 2540 2550 2560 2570 2580 2590 2600 2610 2620 2630 2640
CCCC=TGCATAG CTCTACTTCAAGATCAAGCCGCCMCAGAAGAGCGCTCGACAA TTCGGGCAGTCAAAATGCACTAAAAGTCTGA

2650 2660 2670 2680 2690 2700 2710 2720 2730 2740 2750 2760
GGCTCGCCGCAAG ^GCTGAGGAGIATGGTGTCCCTGCTGCAGGAGAAGATGACCTGCACCTCCAMCTCCAGGCGAACAAGACAACCTGGCAGATGCCGAGGAGCGCTGCGACCA

2770 2780 2790 2800 2810 2820 2830 2840 2850 2860 2870 2880
G=CTCUCMAAT CACCAC CTGMCAAGAATGAC;CGAGAGCTGGAGGACGAGGAGGAGATGAACCCGCAGCTCACG.CCMAAGACCCAACCTGGAACACCAGTG

2890 2900 2910 2920 2930 2940 2950 2960 2970 2980 2990 3000
CTCAGAGCTCAAGAGATATCCATGACCTGGAGCTGACCCTGGCCAACTGGAGAGGAACACCAACC AGAGAACCTTAAAATACCTGACAGAGGAGATGGCCGCCCTGGACGA
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3030 3040
3120GATCATTGCCAAGCTGACCAAGGAGAAGAAAGCTCTTCAAGAGGCCCACCAGcCAACCCTAGATGACCTTCAGGCTGAGAAGACAAGGTCMACACACATACCAAGTCTAAAGTCAAGC T

3150 3160
3240GGAGCAGCAGGTGGATGATCTGGACGGATCCCTGGAGCA<GGAGAAGAAGGTGCGCATGGACCTGGACGWACCMAcAGMCGACTGGAGGGTGACCTGAAGCTGACCCAGGAGAGCATCAT

3230 3270 3280
3360GGACCTGGAGAACGACAACTTCAGCTGGAGGMAAAACTCAAGAAGAAGAGTTTCACATCAGTCAGCAGAACAGTAAATAGAGGACGAGCAGGCCCTGGCCCTT CAGCTGCAGAAGAA

3390 3400
3480

ACTGAAGGAAACAGCACGCATCGAGGAGCTGGA GGAGGAGCTAGAGGCGGAGCGCACACCGCCCGGMCGCAGGTGAAGCTGCGCTCAGACCTCACCCGGGAGCTGGAGGAGAATCAG
3500 3510 3320 3600TGAGACGCTAGACGGACCCGGTCGGGCCACATCTGTCCACATAGAGATGCAAMCACAGCGCAGGCCCAGTTCCAGAMGATGCGGCGGGAC CTCGACGGMGCCACGCTCCAGCATGACGC
3620 3630 3640

3720

CACAGCCCCGGCC CTGCCCAAGAAGCACGCAGACAGCCTCGCCGAGCTCGGCGAGCAGATAGACAATCTACAGCGGGTCAAGCAGAAGCTGGAGAAAGAGAAGAGCCACTTCAAACTGGA
3750 3760

3840CCTGGATGACGTCACCTCTCACATGGAGCAGATCATCAAGGCCCAACAAACCTGGAGAAGTGTCCCGGACACTGGACGACCAGGCGMTATGAACCCGCGTGAAGTTGGAAGAGCCCA
3850 3860 3870 3880 3940 3960GCGCTCCCTCAATGACTTCACCACACACCGAGCCAAGCTGCAGACAGAGAMTGGCGAGTTGGCTAGGCAACTGGAAGAMACGGAGACTCATTTGGCACCTCACCCGGGGCAGCTCTC

3990 4000 4040 4080CTATACCCAGCACATGGAGGACCTCCAAGAGCACCTGGAGGAGGAAGCGCAGCCAAGAATGCCTTCGCCCACCCACTGCAGTCAGCCCCGGCATGACTCCGACCTCCTGCGGGAACAGTA
4110 4120

4200CGAAMMMGAGAAATGCAGGCCAGCCGAGCTGCAGCGTGTCCTTCTMCCAGCCAACTCAGAGGTGGCCCAGTGGAGGACCAAGTATGAGACGGACGCCATACAGAGGACGGAGGAGCTGCA
4230 4260 4320GGGAGCCAAMGAAAGCTGGCTCAGAGCCTTCAGGATGCTGAGGAGGCAGTGGAGGCCGTCAAGCCCCMGTGCTCCTCCCTGGAoACAAGCCACACAGGCTGCAG AACGAGATCGA GGA

4350 4360CCTGATGGTGGATGTGGAGCGCTCCMATCCGGCCGCCCGCACCCTGGACAAAAAGCAGAGGAACTTCGCAMAGATCCTGGCTGAGTCGGAACCAAGTATGAGGAGTCCCCAGTCAGAGCT
6450 4660 4670 6480 4690 4530

GGAGTCTTCCCAuGAAGGGGCGCTCCCT GACCAGAGCTCTTC AAGCTC AAGAATCCTATGAGGAGTCTCTGGACCACCT GGAGACCTTC AAGCG GGAGACAA GAAMCCTCCA GGA

4570 4580 6590 6600 4650GGAGATCTCAGACCTGAToACGACTGAMACGGAGAAGGGGGTAAAAAGCCACGACTGGACAAGATCCACAACATGCTGGAGTGGACCTGAACTGGAACTGCAGTCCCCCCTGGAGGAGG
6690 4700 6710 6720 6730 6470TGAGGCCTCCCTGGAGCATGACGGAGCAATCCTCCCArCCCCAGCTGCAGTTCAACCAGATCASACCGAATCC AAAGAGCTGGCAGAC AGGCGAGG=AGATGGACCAGGCCAA
6810 4820 6830 6480 6850GCCGCACCACCTGCGGCTGTCCTGACTCCCTACAiGACCTCCCTGGATGCCCAGACACGCACCCCCAACGAGGCCCTCGCGGTCMGMGMAAGAAGACCGGCGACCTCAATGAGATGGAGAT
6930 4960 6950 6960 5020CCAGCTCAGTCAGGCCAATAGMAATACCTCAGAGGCCCAGAAGCACTTGAAMGAACMGCAACCCACTTGAAGGACACCCAGCTCCAGCTGGATGACGCAGTCCGTGCCAATGACGACCT
5050 5060 5070 5080

GCAAGGGACATCGCCATC CTGGAACCCCCCC ACACCCTGCT CCAGGCGGA CCTGGAGGAGTTCGGGC CGTGGTGGACCAGACA GAGCGGTCTCG GAAGCTGGCAGAGCAGGAGCT GAT
5170 5180 5190 5200 5250

CGA r,CCACC.=rCGGGT GCACCTCCTGCACTCCCAG AACACCACCCTCATCACACMCCCATAAGAA,AAATCCAC.ACCTCTCCC AGCTCCAGACAGA GGTGGAGGAGGCGGTGCA GGA

5290 5300 5310 5320

GTGTA GGAACCCA GAGGAAAGGCGAAGAMGGCCATCACAGATGCCGCCATGAT GGCCGAG;GAGCTMMGCAAGAAGArC GGCACCAGCGCCCACCTCGAGCGCATC AAMGAAACATGGA
5610 5620 5630 5460 5520GCAGACCATCAAGGACCTGCAGCACCGGCTGGACGAGGCAGAGCAGATCGCCCTCAAGGGTGGCAAGMCCAGCTGCAGAMACTGGAGGCCCGGGTCCGGGAGCTGGAGAATGAGCTGGA
5530 5560 5590 5600 5610 5620 5630 5660

GGCTGAiGCAG AAGCGC AATGCGGAGTCTGcr,GTGAGGATcc ACcAGG,GACGACGCGATC AAGGAGc CTCACTACCAGACAGAGCMcAAGGACAAAACTTG;GTGCGGCTGCAGGACCT
565C 5660 5700 5710 5720 5730 5740 5750 5760GGTGGACAGCTGCAGTTG AAGGcTGAACCTCAAGCGCCGGCTGAGA AGA CCMACACCAACTcGTCCGTC CAGCACGAGCTGGATGA GGCAGA

5770 5780 5790 5800 5850 5660 5860

GGAGAIXCCG CACATTGCCGACTCCCAGGCM GTCACACCGGGccGACCAAGAGCCGTCAATGGCGCCcAGMGCAGAAATGCACGMATGAGATAACCTCTCCCCAAAGAGCCTC CCTG
5890 5900 5910 5920 5930

TTGCTATCCCACAATAATATGAATCCTTGACTTTGCCTGTAAAAAAA
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