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Supplementary Table 1. Association of inflammation-related genes with recurrence in the discovery population using expression microarrays

Abbreviations: HR, Hazard ratio; CI, Confidence interval

*, adjusted for age at diagnosis, gender, BMI, family history of cancer, race, hypertension, smoking status, and stage

High and Low expression cut-off was determined using spline modeling

Highlighted genes were also significantly associated with survival.

 

Supplementary Table 2. Results for recurrence and overall survival in the validation population using qRT-PCR
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Abbreviations: HR, Hazard ratio; CI, Confidence interval

*, adjusted for age at diagnosis, gender, BMI, family history of cancer, race, hypertension, smoking status, and stage

High and Low expression cut-off was determined using spline modeling.
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