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The gene encoding the major outer membrane protein (MOMP)
from Chlamydia trachomatis, serovar H was isolated from a
genomic library using the MOMP gene from serovar L2 as the
probe (1). The recombinant insert was subcloned into a
plasmid vector (Bluescript), the gene localized by Southern
blotting and the nucleotide sequence was determined by the
dideoxy chain termination method.

The H MOMP gene is 1193 bp long and encodes a polypeptide
of 397 amino acids including a 22 amino acid leader sequence.
This corresponds to a mature H MOMP of 40,672 daltons, in
agreement with the molecular mass predicted by SDS-PAGE (2).
The H and L2 MOMP genes are 74% homologous at the nucleotide
level and are 84% homologous in their protein sequences. The
differences in the two sequences are clustered in four
regions (435-483, 655-687, 906-952 and 1083-1194).

CTCGAGCATTGAACGACAGTTCTCGATTAAGGCTGCTTTTACTTGCAAGACATTCCTCAGGCCATTAATTGC
TACAGGACATCTTGTCTGGCTTTAACTAGGACGCAGTGCCGCCAGAAAAAGATAGCGAGCACAAAGAGAGCT-144
AATTATACAATCTTAGAGGTAAGAATGAAAAAACTCTTGAAATCGGTATTAGTATTTGCCGCTTTGAGTTCT

M K K L L K S V L V F A A L S
GCTTCCTCCTTGCAAGCTCTGCCTGT 1ub1bL1bAACCAAGCCTTATGATCGACGGAATTCTGTGG-288
A S S L Q AL P V GNP AE P G I L W

GAAGGTTTTGGCGGAGATCCTTGCGATCCTTGCGCCACTTGGTGTGACGCTATCAGCATGCGTGTTGGTTAC
E G F GG D P CDUPCATWOCDATI SMRUV G Y
TACGGAGACTTTGTTTTCGACCGTGTTTTGAAARACTGATGTGAATAAAGAATTTCAGATGGGAGCGGCGCCT-432
Y 6 D F VF DRV L KTUDVNI KETFI QMG AN AP
ACTACCAACGATGCAGCAGACTTACAAAACGATCCAAAAACAAATGTTGCTCGTCCAAATCCCGCTTATGGC
T T N DAADULQNDUPKTNUVAIRPNUPAY
AAACACATGCAAGATGCTGAAATGTTTACGAACGCTGCTTACATGGCATTAAATATCTGGGATCGTTTTGAT 576
K H M D AEMTFTNA AAYMATLNTIWDRF
GTATTTTGTACATTGGGAGCAACTACCGGTTATTTAAAAGGAAACTCCGCTTCCTTCAACTTAGTTGGATTA
V F ¢CTULGATTSG YL KGNS A S F NULV G L
TTCGGAACAAAAACAAAATCTTCTGATTTTAATACAGCGAAGCTTGTTCCTAACATTGCTTTGAATCGAGCT-720
F G T T K S s D F NTAI KLV P NTITATILNR
GTGGTTGAGCTTTATACAGACACTACCTTTGCTTGGAGCGTAGGTGCTCGTGCAGCTCTCTGGGAATGTGGG
VvV ELYTUDTTTFA AW SV G AR AATLWE C G
TGTGCAACGTTAGGAGCTTCTTTCCAATATGCTCAATCTAAACCTAAAGTAGAAGAGTTAAATGTTCTTTGT 864
C AT L G A S F Q Y A Q S K P K V E N
AATGCATCCGAATTTACTATTAATAAGCCGAAAGGATATGTTGGGGCGGAATTTCCACTTGATATTACCGCA
N A S E F T I N KUP K G Y V G A E F
GGAACAGAAGCTGCGACAGGGACTAAGGATGCCTCTATTGACTACCATGAGTGGCAAGCAAGTTTAGCCCTT 1008
G T E A A T G T K I D H F W Q A
TCTTACAGACTAAATATGTTCACTCCTTACATTGGAGTTAAATGGTCTAGAGTAAGTTTTGATGCCGACACG
S YR L NMTFTU®PY I GV KW S R V s F
ATCCGTATCGCTCAGCCTAAATTGGCTGAAGCAATCTTGGATGTCACTACTCTAAACCCGACCATCGCTGGT 1152
I R I A QP KL AEATIULDUVTTTULNZPTI
AAAGGAACTGTGGTCGCTTCCGGAAGCGATAACGACCTGGCTGATACAATGCAAATCGTTTCCTTGCAGTTG
T VvV VvV A S G S DNDILADTMZGQTI V s L Q
AACAAGATGAAATCTAGAAAATCTTGCGGTATTGCAGTAGGAACGACTATTGTAGATGCAGACAAATACGCA-1296
I AV GTT I VD AD K Y
GTTACAGTTGAGACTCGCTTGATCGATGAGAGAGCAGCTCACGTAAATGCACAATTCCGCTTCTAATAATTG
V T V E T R L R A A HV NA Q F R F -
TATAATTATATTAGAATCTTTTCTTAGTAAGCTTATCTTTGTTAATAACACTATCCGTATTTCTGGGCTCGG 1440
CTTCGGTCGGGTCCAGTTTTTTTATAAACTTGTGTTCGTTGACTTCCTTCCTATCTTTTTGCAAGCCAAAAT
AAAATTTCTCTAAAAGAAGATTGCA-1537
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