A. Oligonucleotide primers used in ChIP gPCR.

REGION AMPLIFIED (Mar.

PCR PRODUCT

ASSOCIATED | ADS NUMBER SEQUENCE 3008 (16 aseortl) Sz oo}
WNK1L 513 S e oA | chr12:703884-704102 219
ITGAV S e oereCe OOt | chr2:187148338-187148506 | 169
ACTR3 STe e A oASy | chr2:114364948-114365220 | 273
FOXP4 o STACACRICACOROBACACA | chr6:41612505-41612890 296
DDX27 3o AIAGISSCRCSSTLLISRCS | chr20:47269136-47269431 296
FLNA o A CCin L GPRIST | chrx153254256-153254448 | 193
ANXA3 o NS RTRTTOROBC TTECA | chra:79692600-79692886 287
RFC4 o S Al | chr3:188006839-188007100 | 271
SDCBP2 a0 PORASCNCIIISATeS | chr0:1253748-1254001 254
PAPLN s TECRORCACTOCTECTOTCA | chr14:72847960-72848083 124
BCARL s S O e TOR MR | chr16:73836378-73836666 289
CAMKMT e e ST LN, | chr2:44827816-44828081 266
SLC13A4 oA s | ch7:135042852-135043135 | 284
PSMB4 S A oS | chr11149638537-149638763 | 227
ATF7IP a5 SO SIMCLO TS S A | chr12:14318145-14318388 244
chip INT3 SRF | 1273 S eenC ST ST | chreia3251941-43252121 181
EGR2 ggﬁ ?TTTTS%GGT g&gg%ig;ﬁgé chrl0:64246622-64246805 184
ABLIM2 P LTS ILORELENSS | chra:8013205-8013301 187
CPLX1 Sose SRACACROIACCOCAIATCA | chra766403-766527 125




B. Oligonucleotide primers used in RT-PCR

GENE ADS NUMBER STRAND SEQUENCE
ACTB 3371 FORWARD | TGACCCAGATCATGTTTGAG
3372 REVERSE CTTCATGAGGTAGTCAGTCAG
ACTN1 3373 FORWARD | GCAGAGAAAGACATTCACGG
3374 REVERSE TCATCTTCACATTCCCATCCA
CDH3 3375 FORWARD | GAAAGAAGCGGAAGATCAAGG
3376 REVERSE GATGTCATAGTCCTGGTCCTC
CTGE 2335 FORWARD | AAGAGAACATTAAGAAGGGCA
2336 REVERSE GCGATTCAAAGATGTCATTGTC
HIF1A 3377 FORWARD | CGTTGTGAGTGGTATTATTCAG
3378 REVERSE CAGGTTCCTTCTTAAGTTTGTC
IQGAPL 3379 FORWARD | AAGTCCTGAACATAATCTCACC
3380 REVERSE GTATTCACATCTCCTGATTCCA
LIMA1L 3381 FORWARD | ATTCTCCAAGTACCAGAAAGCA
3382 REVERSE TGCTCTGTGCCTAATCTCAG
PEN1 3385 FORWARD | AGACTGACAAGACGCTAGTC
3386 REVERSE GACAGACGAGGTCAGTACTG
PTGS?2 3383 FORWARD | TGTGTTGACATCCAGATCAC
3384 REVERSE GGAAGGGCTCTAGTATAATAGG
RBL2 2436 FORWARD | CTGAACTTATGATGGACAGAC
2437 REVERSE ACACTTCTATACACCTGGCTC
EFR3A 3363 FORWARD | GGAGGACTACGAACTGAGAC
3364 REVERSE ACATCCGGTATTATTCTGATCCC
ELK1 2113 FORWARD | GGTGGTGAATTCAAGCTGGT
2114 REVERSE ATTTGGCATGGTGGAGGTAA
GABPA 2442 FORWARD | AATCTGCTACACCTACTACCA
2443 REVERSE CATTGTTTCCTGTTCTGTTCC
SAP1 2276 FORWARD | TCGCAAGAACAAGCCTAACA
2277 REVERSE CTTTCCCTCCATTCTCCACA
KLHL28 3365 FORWARD | GTGGTGGGTGGACATAATGGAGTC
3366 REVERSE CGATTACAGCAGCACCAACTCCTG
MDM4 3367 FORWARD | CTTCTCCGTGAAAGACCCAAGC
3368 REVERSE ATACTGTGATCCTGTGCGAGAGC
SCNM1 3369 FORWARD | AGGAGTCAGCAACTGTCTCAGC
3370 REVERSE CATCTGGGATCCATCCAGAGCTTC
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