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The sequence of human foetal liver aldose reductase cDNA obtained from a
Agt10 library is presented. This cDNA encodes a protein of 316 amino
acids with a 45 bp 5'-non coding region and a 356 bp 3' non coding region.
Aldose reductase is of wide clinical interest in that inhibitors may
prevent the complications associated with diabetes mellitus. The cDNA
clone was identified using oligonucleotides based on rat lens(1) cDNA and
bovine lens protein sequence(2). Aldose reductase constitutes one member
of the aldo-keto reductase enzyme family. The data herein confirm recent
assignments of sequence to various members of this NADPH-dependent
carbonyl oxidoreductase superfamily(3).

1  GAAGGCCGCACCGTACTEGGOGGGGETCTOG6C CATGGCAAGCCGT ACA AGATGC CTGGGGTTGGGTACCTGGAAGTCCCCTCCA 120

M ASRLLLNNGAKMNMPILGLGTWIKSTPEP

240

241  CAGGTGGTGAAGCETGAGGAGCTCTTCATCGTCAGCAAGCTGTGGTGCACGTA GGGCCTGGTGAA TGCCAGAAGACACTCAGCGACCTGAAGCTGGACTACCTG 360
QVVKREELPFIVSKLWCTYHEEKGLYVEKGACQEKTLSDLIKLDYL
361 GACCTCTACCTIATTCACTGGCCGACTGGCTT TTTICCCATTGGATGAGTCGGGCAATGTGGTTCCCAGTGACACCAACATTICTGGACACGTGGGCGGCCATG 480
DLYLTIHWPTIGFXPGKETFTFPLDESGNYVPSDTDNILDTIVWAAN
481  GAAGAGCTGGTGGATGAAGGGCTGGTGAAGC TATTGGCATCTCCAACTTCAACCATCTCCAGG TGGAGATGATCTTAAMACAAACCTGGCTTGAAGTATAAGCCTGCAGTTAACCAGATT 600
EELVDEGLVEKAIGISNFNHLOQVEMNTILNEKPGLIE KYKPAVNENEQI
601  GAGTGCCACCCATATCTCACTCAGGAGAAGTTAATCCAGTACTGCCAGTCCAAAGGCATCGTGGTGACCGCCTACAGCCCCCTCGGCTCTCCTGACAGGCOCTGGGCCAAGCCCGAGGAC 720
ECHPYLTQEKLTIQYCQSKGIVYTAYSPLGSPDRPWAKEPEDT D
721 CCTTCTCTCCTGGAGGATOCCAGGATCAAGGCGATCGCAGCCAAGCACAATAAMCTACAGCCCAGGTCCTGATCCGGTTCOCCATGCAGAGGAACTTGGTGGTGATCCOCAAGTCTGTG 840
PSLLEDPRIKAIAAKHNKTTAQVLIRFPMNQRNLVYVYIPKSY

841 ACACCAGAACGCATTGCTGAGAACTTTAAGGTCTTTGACT TTGAACTGAG GGATATG ACAGGAACTGGAGGGTCTGTGCCTIGTTGAGCTGTACC 960
TPERIAENFKYP?PDFELSSQDNTTLLSYNRNWRYCALLSECT
961 TCCCACAAGGATTACCCCT GTTTTGAAGCTGTGGT AGTGACCTATACCTGTGTTTCTTGCCTCATITTITICCTITGCAAATGTAGTATGGCCTG 1080

SHKDYPFHETETF?*
1081  TGTCACTCAGCAGTGGGACAGCAACCTGTAGAG TGGCCAGCGAGGGCETETCTAGCTTGATG TTGGATCTCAAGAGCCC TG TCAGTAGAGTAGAAGTCTCTTCCAGTTTGCTTTGOCCTT 1200

1201  CTTTCTACCCTGCTE0GGAAAGTACAACCTGAATACCCTTTTCTGACCAANGAGAAGCAAAATC TACCAGGTCAAMAATAGTGCCACTANCGGTTGAGTT TTGACTGCTTGGAACTGGAAT 1320
1321  CCTTTCAGCAAGACTTCTCTTTGCCTCAAATAAMMAGTGCTTTTGTGAAMMAAAA 1375
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