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The human enolase gene family consists of at least three independent members: the general
(o) and neurone-specific () gene products have been described previously(1,2). Several lines
of evidence(3) establish that the sequences described here, deduced from the 11 coding exons
of a genomic clone and corresponding precisely with the exons of the rat y enolase gene(4),
represent human B enolase (ENO 3) mRNA and protein.
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