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Figure S1 Prediction of a coiled-coil domain in Vps30 using COILS.
(http://www.ch.embnet.org/software/COILS_form.html)



Noda et al, Figure S2
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Figure S2 Evolutionarily conserved residues on the surface of Vps30.
Structure of Vps30 BARA is shown as a surface model, where conserved residues
in repeats 1, 2 and 3 are colored green, red and cyan, respectively. Amino and
carboxy termini are labeled N and C, respectively.


