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Type II collagen is a homotrimeric molecule composed of three
identical a1(II) collagen chains that are synthesized as precursor
procollagens with amino- and carboxy-terminal propeptides that are
removed extracellularly.l Mutations in the al(II) .chain result in
disproportionate dwarfing disorders in the spectrum of skeletal
dysplas1as 3 Hitherto, only the propeptides' sequences have been
published.4 5 Here, we report the isolation of the full-length al(II)
cDNA and derived from it, the nucleotide sequence of the entire mature
al(II) chain. The availability of these sequences will expedite the
molecular characterization of other type II collagen disorders in the
skeletal dysplasias.

1 CAGATGGCTGGAGGATITGATGAAAAGGCTGGTGGCGCCCAGTTGGGAGTAATGCAAGGACCAATGGGCCCCATG
76 GGACCTCGAGGACCTCCAGGCCCTGCAGGTGCTCCTGGGCCTCA TTCAAGGCAATCCTGGTGAACCTGGT
151 GMCC'I'GG‘I'GTC'I'C'MGTCCCA‘PGOG‘I‘CCCCGTGGTCCPCCTGGWCCCCTGGAMGCCTGG‘I‘GA‘I‘GATGGTGAA
226 GCTGGAAAACCTGGAAAA! TCCGCCTGGTCCTC TTCCCAGGAACCCCA
301 GGCCTTCCTGGTGTCAAAGGTCAC TTATCCAGGCCTGGACGGTGC TGCTC!
376 GTGA TGGTTCCC ACGGATCTCCGGGCCCAATGGGTCCTCGTGGCCTGCCTGGTGAA
451 AGAGGACGGACTGGCCCTGCTGGCGCTGCGGGTGCCCGAGGCAACGATGGTCAGCCAGGCCCCGCAGGGCCTCCG
526 GGTCCTGTCGGTCCTGCTGGTGGTCCTGGCTTCCCTGGTGCTCC CA AGCCGGCCCCACTGGT
601 GCCCGTGGTCCTGAAGGTGCTCAAGGTCCTCGCGGTGAACCTGGTACTCCTGGGTCCCCTGGGCCTGCTGGTGCC
676 TCCGGTAACCCTGGAACAGATGGAATTCCTGGAGCCAAAGGATCTGCTGGTGCTCCTGGCATTGCTGGTGCTCCT
751 mmmccmuwmmmmcmmmcnmw

826 AAACCTGGTATTGCTGGCTTCAAAGGTGAACA. *CCCi ACCTGGCCCTGCTGGCCCCC.

901 CCTGGACC AGAAGGCA. >C TCGGTCCCCCT
976 GGAGAA TCCCGGCA TTT \GGTCA. TGGCAGGTCCCAA AGCCCCTGGA
1051 GAGCG T >CCC ACGGTGACCC ACCTGGCCTT
1126 CC CCGGGGTCTCACTGGCCGCCC “TGGTCCTCAAGGCAA. *CCTTC >CCCT
1201 GGTGA 3GTCCTGGACCTCCAGGTCCTC TC AGCC GT TTCCCTGGC
1276 CCCAA. ACG "CTGGCAA. TGC TCCTGGTC TCTT
1351 CCTGGCAA. CCCCC *CCTGCTGGACCTGC ACGAGGCGAGCAG
1426 GGTGCT >CATC TCC TTCC “CTGGTCCCCC AAACCAGGT
1501 GACC! ‘umx-m T “CC A TTCCC A
1576 CGTGGCTCTCCCGGTGC *CTCCAGGGTC SCTCCCCGGCAC C CCAAA
1651 GGTGCATCTGGCC >CCCCC >CTCCAGGTCTTCAGGGAATGCC

1726 GCAGC '\OGC AAAGGCGA AAGGCC ~CCC AAG
1801 GA' CA CC TGGCCCAGC TAATGGCGAGAA AGTT
1876 GGACCI‘CCNGTCCTGCAGGMGTGC‘I’GGNC"WW-PM ¢ AC GACTGGGCCCCCCGGG
1951 ACCAGC TGGGCCTCC >CAGC ICA “GGCCAG
2026 AA TGGTGCCCC T >CCCTC I"C CTACTG! CT
2101 GGTCCTAA >CC AAGGCCCCC C >CC TGCTGGCCGCGTTGGA
2176 CCC PCCAATGGCA. C TCCT AA CCAAAGGTGCT
2251 CG *CCCCCTGGCC ACCCGGCCTCCAAGGTCC CCCT AG
2326 >C >GGTCCC >C CCAGGTCCCC 'CTGGCTGGT

2401 ATCGTCGGTCTGCC Al TCCCTGGCTTGCCTGGCCCGTCY ’CCGGCCAG
2476 Ci ATC »crccmcccccrccarccrccmocemlxeoccrcm&
2551 GGTGAACCTY AGCCC ’CTGGC >GCTGCTGGAGTCAAGGGT
2626 GATC TGGTGCTG’ TCC AWGCCCCTGGGCCCCCNGCTCCCCTOGCCCCGCTGGTCCA
2701 ACTGGCAAGCAAGGAGACAGAGGAGAAGCTGGTGCACAAGGCCCC “CTCAGGACCAGC “CCGG
2776 GGAATCCAGGGTCCTCAAGGCCCCAG! AA “CTGGC C AGGGA
2851 CACCGTGGCTTCACTGGTCTGCAGGGTCTGCCCH 'CTCCTGGTCCTTC' CCAAGGTGCTTCTGGTCCT

2926 GCTGGTCCTTETGGCCCTAGAGGTCCTCCTGGCCCCGTCGGTCCCTCTGGCAAAGATGGTGCTAATGGAATCCCT
3001 GGCCCCATTGGGCCTCCTGGTCCCCGTGGACGATCAGGCGAAACCGGCCCTGCTGGTCCTCCTGGAAATCCTGGA
3076 CCCCCTGGTCCTCCAGGTCCCCCTGGCCCTGGCATCGACATGTCCGCCTTTGCTGGCTTAGGCCCGAGAGAGAAG
3151 GGCCCCGACCCCCTGCAGTACATGCGGGCC
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