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D2

D2-like

D1-like

D1

Dare_Dicp3a262-D1 VFGAEHTPVSSSSGETVHLPCRN-TDQYCSTSGTTWIYSR-DTQTAAVELITLGVKKTNSE---RLNLGSDCSLTISRVTTEDAGYYTCQQWSGP-GGHQYGADSHVFLQVVA 
Dare_Dicp3b262-D1 VFGEEDTHVFSRSGETVHLPCRN-TDQYCRTSGTTWLYSK-YTQSWTDTLINLGVKRTTPE---RLNLGSDCSLIISRVTTEDAERYTCQQWSGE-GGHQYGADSVVYLHVVA 
Dare_Dicp3c262-D1 VFGEEDTHVFSRSGETVQLPCRN-TDQHCSRSGTTWTYSR-YRQTAAVQLIGLGVKKRNSE---RLNLGSDCSLTISRVTTEDAGRYTCQQWSGR-GGHQYGADSHVFLHVVA 
Dare_Dicp3d262-D1 VFGAGETHVFSRSGETVHLPCRN-TDQYCRTSGTTWTYSS-YRQTAAVQLIGLGVKKRNSE---RLNLGSDCSLIISRVTTEDAGRYTCQQWSGR-GGHQYGPDSVVYLNVVA 
Dare_Dicp3e262-D1 VFGEEDTHVFSRSGETVQLPCRN-TVQYCRTTGTTWTYSR-YRQTAAVQLIGLGVKKRNSE---RLNLGSDCSLIISRVTTEDAGRYTCQQWSGR-GGHQYGPDSVVYLHVVA 
Dare_Dicp3f262-D1 VFGEEDTHVFSRSGETVHLPCRN-TDQYCRTSGTTWTYSS-YRQTAAVQLIGLGVKKRNSE---RLNLGSDCSLIISRVTTEDAGRYTCQQWSGR-GGHQYGPDSAVYLHVVA 
Dare_Dicp3g262-D1 VFGAEWRQVSCSSGQTVHLPCIN-TVQHCRPSETTWLYSK-DNQ--AVELISFGVKKRNSE---RLNLGSDCSLNISRVTTEDAGYYTCQQWSGE-GGHQYGTYARVLLHVVA 
Dare_Dicp3h262-D1 VFGAEWRPLSCSSGQTVHLPCIN-TVQHCRPSETTWLYSK-DNQ--AVELINFGLKKRNSE---RLNLGSDCSLNISRVTTEDAGYYTCQQWSGE-GGHQYGTYARVLLHVVA 
Dare_Dicp3i262-D1 VFGAEWRQVSCSSGQTVHLPCNN-TVQHCSTSETTWLYSK-GSQ--TDTLFNLGVNGRNSE---RLNLGSDCSLIISRVTTEDAGYYICQQWRG--GNQKQSNDSAVFLHVVA 
Dare_Dicp3k262-D1 VFIAGETRVFSRSGETVHLPCRN-TDQHCNTSETTWLNSS-YRQTAAVAMFTLGVKQTNSE---RLNLGSDCSLIISRVTTEDAGLYTCQQWS---GNQQQGPDSRVFLHVVA 
Dare_Dicp3l262-D1 VFGAGETHVFSRSGETVHLPCRN-TDQHCSTSGTTWLYNS-GRQ--TVVLIILGVKQTNSE---RLNLGSDCSLTISRVTTGDAGLYICTQRR---GDQKQGPDSVVFLHVVA 
Dare_Dicp3n262-D1 VFGAKDTDVFSRYGETVHLPCRN-TDQHCRTTETDWLYNR-NTQTWTDTLIKSGVNERNSE---RLNLGSDCSLIISRVTTGDAVSYICRQWRG---DHTYGADSRVFLHVVA 
Dare_Dicp3o262-D1 FGAEKDTDVFSRSGEIVHLPCRN-TDQHCRTSGTTWLYTR-DRQTAAAELIGLGVKKTNPEKHERLNLGSDCSLIISRVTAEDAGYYICQ-QWR--EDQKQGNDSAVFLHVVA 
Dare_Dicp3p262-D1 VFGAGDTHVFSSSGETVHLPCRN-TDQYCRTSGTTWIYNS-HRLTAAVSMFTLGVKQRNSE---RLNLGSDCSLIISRVTTEDAGLYICQQWR---GDQKQGPNAHVYLHVVA 
Dare_Dicp3q262-D1 VFGAGETPVLSMFGETVHLPCEN-TVQDCRPAGTTWLYRR----ALNSRMVQLIGVGRNSEKHERLNLGSDCSLIISRVTTEDAGFYICRQWT---EDWKHGHDARLFLHVLN 
Dare_Dicp3r262-D1 VFGAGETDVFSSSGETVHLPCRN-TDQHCNTSGTTWTYSR-D--TETVELIRFGRKKENPEKHERLNLGSDCSLIISRVTTEDAGYYICRRQWR--GEQQQGRDARVFLHVVA 
Dare_Dicp3s262-D1 --VFGETHVFSSSGETVYLPCRN-TDQHCRTSGTTWTYSR-DRQTATVAMFTLGEKKRNSE---RLNLGSDCSLIISRVTTEDAGIYICQQWSGR-GGHQYGADSRVFLLVVA 
Dare_Dicp3t262-D1 VIGAKDIHVFSSSGETARLRCIN-VDLQCKR--LTWTYQT---GTTTFTLTKLGVNVESTEKHERLNLSSDCSLIISRVTTEDAGYYMCLDEAP-----KYVDVPHVYLHVLD 
Dare_Dicp3u262-D1 LIGAGDTHVFSSSGETVHLPCRN-TVQQCRPAGTTWMYTFRQTYSQTTKIIVLGVKEMATKVS--MYLGSDCSLTLSRVIVEMAGRYTCQQWSE---DQQYGPDAHVYLHVVA 
Dare_Dicp14a1719-D1 ASGQKIIHVFSSDAENATLPCYN-ASADC--TSTTWAYYS-KRGSPGIELFSNGKIHD-R-----LSLGSDCSLNIYKTTTKDLGVYTCWLGVKD---TQK-TFGNVYLHVLQ 
Dare_Dicp14b1719-D1 TSGQKIIRVFSSDAENATMPCYD-APADC--TSTTWAYYS-KRGSQGIELFSNGKIHD-RDKHDRLSLGSDCSLNIYTTTTKDIGVYTCWLGVKD---TQK-TFGNVYFHVLQ 
Dare_Dicp16a1952-D1 -TSGAEDILFFRSGENVSLPCNN-ALSGC--TSTTWNYN---RGSNTIELVGVGKLNN-IDRRERLSVGSDCSLNIMNATKEDYGSYSCRQYVNE---QQQENDARVYLTVLN 
Dare_Dicp16a34H11-D1 -TIGAEDIVFFTSGENVNLPCKN-ALSGC--TSTTWNYN---RHSKTVELVAGGSLKTDIKRRERLSVGSDCSLNIMNATKEDYGSYICQQYVNG---EQQGNYVLFYLTVLN 
Dare_Dicp16b1952-D1 --GAEDTHVFFRSGENVHLPCNN-AHSGC--TSTTWNYN---RHSETVELVAGGSLKTNIKRRERLSLGSDCSLNIKKVTKEDYGSYICQQYVNG---EQYGPDARVYLQALD 
Dare_Dicp16b34H11-D1 --AAEDTHVFFSSGENVRLPCNN-ALSGC--TSTTWNYN---RHSKTVELVAGGSLKTDIERRERLSLGSDCSLNIKKATKEDYGSYICQQYVNE---QQYGPDARVYLQALD 
Dare_Dicp16c1952-D1 TSGAEETHVFFSSGENVRLPCNN-ALSDC--TSTVWNYN---RHSETVELVAGGSLKTDIMRRERLSLGSDCSLNIKKVKKEDYGFYICQQYVNG---EQYGPAARVYLQALH 
Dare_Dicp16c322B17-D1 -TNGAEDIVFFRSGENVNLPCNN-ALSDC--TSTTWYYN---RDLNTIELVGLGKLKNNIERRERLSVGSDCSLNIKNATKEDYGSYSCQQYVKG---EQQGIDALVYLTVLH 
Dare_Dicp16d1952-D1 ICGVEDTHVFLSSEKNVRLPCNI-ALSGC--TSTTWLYT---RHSETVELVAGGKLN-NIERRERLSLGSDCSLNIMNATKVDYGCYNCQQYVNG---EREGIDASVCLHVLN 
Dare_Dicp16d34H11-D1 ICGVEDTHVFLSSEKNVRLPCNI-ALSGC--TSTTWLYT---RHSETVELVAGGKLN-NIERRERLSLGSDCSLNIMNATKVDYGCYNCQQYVNG---EREGIDASVCLHVLN 
Dare_Dicp16e34H11-D1 VPVEQKTLVFFSFGEKCPSALNN-TLSDC--TSTTWINS---RVSKTIELIVGGKLN--NMRHERLSLGSDCSLNTKKATNEDYGSYICGQYVNR---KQHGTDAHVYLSFHI 
Dare_Dicp16f34H11-D1 TSGVEETNVFFSFGENVRLPCNN-ARSDC--TTTTWIYN---RHKETVELVTGGKLN----NIESLTLGSDCSLNIMKASKKDYGLYICLQYLYG---HLQETDEHVFLHFLH 
 
Cyca_AB098477-D1 -----DTHVFISSGENVRLPCNN-ALPDCD--STLWIYNR-FRDSTTDELIFLGIKKKDTESHERLSLGSDCSLNIRNISTEDYGLYICRQWIGVNRDQQEEPDARVFLHVL- 
Orni_XM_003458344-D1-like.1 LYHVFNNEEMEDGCQVQKLLDKIDSITDGGHLYYQRSFESESSRQREVELVNFGLTAHNYSKSDRLGFTQECFLAIKNVTIEDAGQYICKQFDKL--GEQKGADHRVDLSVV- 
Orni_XM_003458344-D1-like.2 -----SLTFTVRDGDKVNLPCQNRINNHHNCHTTTWLFTD-SRSTAAVELVNHGQLKETAKS-DRLSVTAECSLVIKKVTAEDVGRYTCRQFIGN-PGTQQGPDAVVHLSVV- 
Teni_CR716578-D1-like -----ADRKYLVSGGETTLICENLIQNQQTCINTDWLFSY--DSRPAVELVKLGQIRSDKPG--RLGLSENCSLTIKNLTDEDAGLYTCRQFDSL--NRETFVDAAFDLSVV- 
Teni_CR720133-D1-like ------DRKYLVSRGETALICENLIQNQQRCNRTTWLFSY--DSRPAVELVRRGQIRSAKPG--RLSLSENCSLTIKNLTGEDAGSYVCRQFDSL--NRQTYVDNTFDLSVV- 
Teni_CR727116-D1-like ------ERKYLISRGETTLICENLIQNQQRCIKTTWLFSS---SRSTVGLVELGQIGSAKPG--RLSLSENCSLTIKNLTGEDAGLYACRQFDSS--GGIIGGDAAFDLSVV- 
Teni_CR726974-D1-like -----------VSRGETTLICENLIQNQQRCIRTTWLFSS---SRPTVELVRLGQIRSAKPG--RLSLSENCSLTIKNLTGEDAGLYTCRQFDSL--NRQIGGDASFALSVV- 
Teni_CR690772-D1-like -----LPHMYAGAGQAAGLPCGA-AASSCS--TTSWYFRR---AGRSTPEVESGEVVQRSARGSRISLAPNCSLVLTNLAAGDAGLYHCAQEAYR----------FVFISVL- 
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Dare_Dicp3b262-D2 --SSSSSSSSSSSSSSSSDIGPGLSLTLSCRLFSYYEVSCGDLFSSEDLHLSWVNGAGVDLNT-DSRYQISSTG---CIISLSTTLISE-DEDKQWRCGVYQRNQLKTSDTFTVHYS
Dare_Dicp3c262-D2 SPSSSSSSSSSSSSSSSSDIGPGLSLTLSCRLFSYSGLSCDGLFSSEDLHLSWVNEAGVDLNT-DSRYQISSTG---CIISLSTTLISE-DEDKQWRCGVYQRNQLKTSDTFTVHYS
Dare_Dicp3d262-D2 SPSSSSSSSSSSSSSSSSDIGPGLSLTLSCRLFSYFGLSCDELFSSEDLHLSWVNEAGVDLNT-DSRYQISSTG---CIISLSTTLISE-DEDKQWRCGVYQRNQLKTSDTFTVHYS
Dare_Dicp3e262-D2 -SPSSSSSSSSSSSSSSSDIGPGLSLTLSCRLFSYSGLSCDELFSSEDLHLSWVNEAGVDLNT-DSRYQISSTG---CIISLSTTLISE-DEDKQWRCGVYQRNQLKTSDTFTVHYS
Dare_Dicp3f262-D2 SPSSSSSSSSSSSSSSSSDIGPGLSLTLSCRLFSYYEVSCDYLFSSEDLHLSWVDEAGVDLNT-DSRYQISSTG---CIISLSTTLISE-DEDKQWRCGVYQRNQLKTSDTFTVHYS
Dare_Dicp3k262-D2 --------SSSSSSSSSSDIGPGLSLTLSCRLYSDAGLSCDDLFRSQHFRLSWVNEAGVDLNT-DSRYQISSTG---CIISLSTTLISE-DEDKQWRCGVYQRNQLKTSDTFTVHYS
Dare_Dicp3l262-D2 ------SPSSSSSSSSSSDIGPGLSLTLSCRLFIYSGFSCGDLFRLVDLHLSWVNEAGVDLNT-DSRYQISSTG---CIISLSTTLISE-DEDKQWRCGVYQRNQLKTSDTFTVHYS
Dare_Dicp3mP262-D2 -SPSSSSSSSSSSSSSSSDIGPGLSLTLSCRLYSDSGFSCESLFSSEDLHLSWLDEAGVDLNT-DSRYQISSTG---CIISLSTTLISE-DEDKQWRCGVYQRNQLKTSDTFTVHYS
Dare_Dicp3n262-D2 -----SPSSSSSSSSSSSDIGPGLSLTLSCRLFSYFARSCGDLFSSEDLHLSWVDEAGVDLNT-DSRYQISSTG---CIISLSTTFISE-DEDKQWRCGVYQRNQLKTSDTFTVHYS
Dare_Dicp3p262-D2 ---------SPSSSSSSSDIRPGLSLTLSCRLFSYSGFSCDYLFRSQHLRLSWVNEAGVDLNT-DSRYQISSTG---CIISLSTTLISE-DEDKQWRCGVYQRNQLKTSDTFTVHYS
Dare_Dicp3r262-D2 ----SPSSSSSSSSSSSSDIGPGLSLTLSCRLYSDSGFSCDGLFRLLDLHLSWVNEAGVDLNT-DSRYQISSTG---CIISLSTTLISE-DEDKQWRCGVYQRNQLKTSDTFTVHYS
Dare_Dicp3s262-D2 ------SPSSSSSSSSSSDIGPGLSLTLSCRLVLYSGFSCDGLFSSEDLHLSWVNEAGVDLNT-DSRYQISSTG---CIISLSTTLISE-DEDKQWRCGVYQRNQLKTSDTFTVHYS
Dare_Dicp3t262-D2 -----------SSSSSSSDIRPGPSLTLSCQLFSYSGFRCEYLVTNKDLHLSWLDEAGVKLHR-DSRYQISSTG---CIISLSTTLISE-DEDKQWRCGVYQGNDLMTSATVQHS--
Dare_Dicp14a1719-D2 -----------SPSSSQTQIKPGRSVTLFCQLYFCYEHSCETLLSSEGLQLIWVNESGVNLQT-DSRFQILSSVD-HCSISLTKTLLDE-DDNTEWRCQITKGSEVKTSVSYTVSYL
Dare_Dicp14b1719-D2 -----------SSPSSQTQIRPGSSVTLSCQLHFYYEHSCETLLTSEGLRLIWVNESGVNLQT-DSRFQISSSLN-YCNISMTTKLLNE-DDSTEWRCQITKGSEVKTSVSYTVSYL
Dare_Dicp16a1952-D2 -----------SSSLSQTEMRAGRSVTLKCKLEYYG-VSCDTLFRTEGYQLVWVNQAERNLAT-DSRYKIFSSS--PCMISLTTTLLNE-DHNKEWRCQLTQNNQLKTSASFTVKYS
Dare_Dicp16a34H11-D2 -----------SSSLSQTEMRAGRSVTLKCKLEYSG-VSCDTLFRTEG-YLVWVNQAERNLVT-DNRYKIFSSS--PCMISLTTTLLNE-DHNKEWRCQLTQNNQLKTSASFTVKYT
Dare_Dicp16b1952-D2 -----------SSSLSQTEIRAGRSVTLYCQLDLYA-STCGDLVNYEGYQLMWVNQAGENLMT-DSRYQISNVFSSRCMITLTTTLLKE-DHNREWRCQLTQRNQLKTSASFTVKYS
Dare_Dicp16b34H11-D2 -----------SSSLSQTEIRAGRSVTLYCQLDLYA-STCGDLVNYEGYQLMWVNQAGKNLMT-DSRYQISDVFSSRCMITLTTTLLKE-DHNREWRCQLTQRNQLKTSASFTVKYS
Dare_Dicp16c1952-D2 -----------SSSLSQTGIRAGRSVTLYCQLDLYA-STCGDLVNYEGYQLMWVNQAGENLMK-DSRYQISDNFSSRCMITLTTKLLKE-DHNREWRCQLTQRNQLKTSASFTVKYS
Dare_Dicp16c322B17-D2 -----------SSSLSQAEMRAGRSVTLKCELEYSG-VSCDSLFRTEGYQLVWVNQAERNLVT-DNRYKIFSSS--PCMISLTTTLLNE-DHNREWRCQLTQNNQLKTSASFTVKYS
Dare_Dicp16d34H11-D2 -----------SLSSPQTEIRAGRSVTLSCQLYYYYGVSCDYLVSIEGYQLMWVNQAGVNLTT-DSRYQISDFTSSHCNISLTTKLLNE-DHNREWRCQLTQGNQLKTSASFTVNYS
Dare_Dicp16f34H11-D2 -----------SPSLSQTEMRAGRSVTLSCQLHLYHGVSCDTLVRIEGYQLMWVNQAGGNLMT-DSRYQILFFSN-LCNISLTTTLLNE-DHNREWRCQLTQRNQPKTSASFTVKYS

Cyca_AB098477-D2 -------------SSSQTEISAGLSVTLFCQLYSHPQGSCDDSDGSERIQLFWVNQTGVKLTRSDSRYQILSSSG-HCTITLNTTLLNE-DDNREWRCEVTQRDQVKTSVTYTVK--
Taru_AJ506968-D2-like -------------EITESSRPADGTIELQCFLNTYQGYR-RCINR--GFHVEWRSEHDTLSSG--KRFHIENPSE--CFSKLLIN-TKPTDHRRKWKCCMYQNGTLKASITHTTTV-
Sasa_BT072793-D2-like --------------ATDTNTAPEMDIKLQCYLNTFLGLVPQCSHS--EIKLNWLNEANTVLQG--ERFQTKRSSA--CFSTLTIRGVRKTDHHRKWRCQLIEGEVVKTSLSYTTEIT
Teni_CR716578-D2-like --------SLSSSSSSVKEQKNGDKVTLSCSVFTP--GSCS-------LTVKWFNDEEELEGS---REHQCG-----AAVELDISGPTFTSSLNFLKCEVEERQPGSVHLFPFRPPS
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