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Sequence of the Candida albicans gene encoding actin
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Submitted September 21, 1989 EMBL accession no. X16377
the S. cerevisiae ACT 1,2) as a probe, we isolated the eneof C. albicans from
enomic%mk of strain ATCC 10%1 (38 TLe seq':::noe of a 3.206 kb Clal- nt contains the
pog coding region for appearstohav9944 8853nd homologyto
actins of S. cerevisiae (1.2). A. mdulans (4) and S. pombe (51 ely. The posntuon of the single
intron is deduced from the noes at the §' end (GTATGT), the branch point (T ACTAAC)
and the 3' end (TAG) of the intron (6,7)(underl . This gene appears expressed, because (1) it

in the C. albicans genome, as revealed by uthern blotting experiments and (2) it encodes a
mRNA species of about 1.5 kb.

1 ATCGA!AGLGCTATTAAGATCACCAGCCTCGHTATAATAAACTTAGTCTMTATTTCT’I‘TI‘GGACCAGAATAGAMC 'H‘CTCAGGTG
AAAGTCTGTGTTAAAAAAAGA CAAMAGGAGTGACAT%TTATGTAMAGAAGAMTG

451 CATAAGTAAAAAGTG TTTGCAACAGTACAAGGAATATTTCAGCGTCAAAACTAGAGAA
541 TAATAAAGAAAACGGCCCTTTCAAAAAGAAAAAATTTTTAGTTTTCCTTTGTTGITGTTGTGGGTGTGTGCTATTTATATTATATAGTTT
631 ACTCGTMTACCATMTATTCGGTT'].‘GA‘H'AGGTTATTTTAATMGCTMTTTGTTTTCTAATCGTGTAAT‘L‘TATGCTGTGTATATTA
721 AGTAGTGTGTGTGCACTGCCCAAAAATGTTTGTTGTTTATAGTCGGTTAAAGAGAAAAAAGAAAAAAAGATCCATACACACACGTTAATT
811 AGT TACACTTM.‘ATTTTG'I.‘TCT‘!ATTTGCTTTCGGTCGCTGTTCTCACCAGGATTTATTGCCAACGAAACAATT'I.‘TTT
901 TTTATATATTTTCAGATTTTTCTTITTTTTCCTTTCCTTTCCTTTTCTAATTTTCACTCCTGGTTTTCTTTCTTTCTTAGARACATTATCT

991 CGATATTAATATTAAAAAAATATAATCATICAAA ATG GAC GGT G GIAEITTTMTTTAGCTTCMTTCTMMGATTGATTAAT

76 CAGTTGATTGGITTCAATATGACAAATGGGTAGGGTGGGAAAACTTICA I"M‘I‘CAATTCAGATCMACTTTTTTGTTGTCGACATAATATT
66 TCTCGTTTGGGATGTTACTGTCACATTAATAATACACACACATCAGCTTATAATTTTGAAAGTAATTTATCAGATATGTTGTGACGATCA
56 ATGGAAATGGCTAACTTCAATGTA !C'l.‘Gl"l‘C‘H‘CCCC!‘!TTTCMAGTTCACGTTTH‘TGATTGATTGATTGATTGATCTGTCGGCAGTG
6 GTTTCAAAACCATTCGGTGAGTAATCCTATCAATCAATGTTACGACARAAGGCTCAATATTCAAAATTGCAATGTTTTATGTTTTCCTAC
36 GTGTACTTGTGCAAGGCAATTGATTCAACATTGCTTTTGGTGTTTGACGAGTTTCTAGTTTGGACTTGTGT TGTTATCTGGACTATACAG
26 ATTTCCCGGCTCACTATGAATTTTTTTTTTCGACGCTCAG TATAAACAACACAAACACAAA(
muemcmsccncrmanrrccrruﬂmmcrcr CCATTTTT. AA GAA
TAATTATCGM.'AACGGITCTGG ‘I‘GTG AMA GCC T GCC GGT GA
GIT GGT AGA CCA AGA TCAAGGTATCATGGTTGGTATG
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TAC GAC T GGT CCA TCC ATT GTT CAC CAC
TGGAAATCTGGAAATCTGGTTTTGTATTCTTGTTATTCTTCTTTTTGTTATTACATATATAACTTGT

891 TACTTTTTTAAAAAAATCTTTGTTTATTTTATAAATATATAAAACTAAATTTAAGAAAAAGAGAAAAATGTTTTATTTGAGAGATTGATA
901 rtrucummwcmscnrnnmnﬂuumnmcmamn TATACATTAAAAAGTTAAGACTATAARATAG
071 CCACCCAAGGCA! TATCTTG' TCTTCTGTATCAGAGGAACTTATTTTATTATTTTCGTCACGGGTATTTTC
161 mrsmenmmtcccumrrca\mmnmrceac
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