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Cloning and nucleotide sequence of the mouse Na,K-ATPase 3-subunit
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cDNA clones have been isolated from a mouse brain lambda gtl10 cDNA
library (1) encoding the pB-subunit of the Na,K-ATPase, using a
48mer oligonucleotide probe derived from the rat cDNA sequence
(nucleotide position 571-618 in Ref. 2). The longest clone
contains an open reading frame of 912 base pairs coding for a
protein of 304 amino acids with a calculated molecular weight of
35194D. The deduced protein sequence shows 96% identity to the rat
sequence. Number and position of the consensus sequences for N-
linked glycosylation (Fig. wunderlined) have been conserved
compared to other species. Isolated from adult mouse brain tissue
the B-subunit has an apparent molecular weight of approximately
50kD.
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Fig. Nucleotide sequence of the mouse Na,K-ATPase f-subunit and
deduced amino acid sequence. The predicted transmembrane domain
and sites for N-linked glycosylation are underlined.
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