Average coverage, %

Average coverage, %

2.0

1.5

1.0

0.5

0.0

2.0

o
-

0.5

0.0

Genomic, lllumina

y = 0.001x + 0.95

I I I I I
20 40 60 80 100

Gene length, %

RNA-seq, lllumina

y = 0.002x + 0.896

I I I I I
20 40 60 80 100

Gene length, %

Average coverage, %

Average coverage, %

Genomic, SOLiID

2.0

1.5

v _
o |
2 y = 0.001x + 0.949
| | | | | |
0 20 40 60 80 100
Gene length, %
RNA-seq, SOLiD
o
T |
|
|
LQ — " | | ; u
-~ |
| |
|

y = -0.001x + 1.062

I I I I
40 60 80 100

Gene length, %



