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Figure S6 Pairwise alignment of calcineurin regulators from C. glabrata, S. cerevisiae, and C. albicans. Multiple sequence
alignments are depicted using ClustalW software (http://npsa-pbil.ibcp.fr/cgi-bin/npsa_automat.pl?page=npsa_clustalw.html).
The conserved amino acids and TxxP motif are purple- and green-shaded, respectively. The PxIxIT-like motif
[P/GIx[I/VIX[I/V/LI[E/D/N/H/T] is blue-shaded in panel A (depicting Rcnl alignments), and underlined in panel B (depicting Rcn2
alignments).
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