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Figure S2 Functional classification of non-redundant EST sequences of T. repens and unigene sequences of L. japonicus, A.
thaliana, and O. sativa based on KOG categories. BLASTX was used to compare the non-redundant EST sequences with the
sequences in the KOG database. EST sequences were then classified into the KOG categories with the most similar

sequences. The total number of KOG associated ESTs sequences and non-associated were 5193 and 2789, respectively.
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