
Overrepresented GO Cellular Components
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Plasma Membrane (pFDR = 0)

Plasma Membrane Part (pFDR = 0.002)

Extracellular Region (pFDR = 0)

Intrinsic to Plasma Membrane (pFDR = 0.001)
Integral to Plasma Membrane (pFDR = 0.001)

Extracellular Region Part (pFDR = 0)

Extracellular Space (pFDR = 0)

Lytic Vacuole (pFDR = 0.026)
Lysosome (pFDR = 0.026)
Receptor Complex (pFDR = 0.003)
Endosome Membrane (pFDR = 0.026)
Endosomal Part (pFDR = 0.026)

MHC Protein Complex (pFDR = 0)

MHC Class I Protein Complex (pFDR = 0.004)

MHC Class II Protein Complex (pFDR = 0)

MHC Class I Peptide Loading Complex (pFDR = 0.008)
TAP Complex (pFDR = 0.003)

Chylomicron (pFDR = 0.039)
Lipopolysaccharide Receptor Complex (pFDR = 0.026)

Expected Observed

Overrepresented GO Molecular Functions
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Signal Transducer Activity (pFDR = 0)
Molecular Transducer Activity (pFDR = 0)

Receptor Activity (pFDR = 0.004)

Receptor Binding (pFDR = 0.001)

Cytokine Activity (pFDR = 0.01)
Cytokine Receptor Binding (pFDR = 0.025)
Transferase Activity, Transferring Pentosyl Groups (pFDR = 0.045)
MHC Class II Receptor Activity (pFDR = 0)
Chemokine Activity (pFDR = 0.049)
MHC Protein Binding (pFDR = 0.02)
Antigen Binding (pFDR = 0.017)
Transferase Activity, Transferring Amino−Acyl Groups (pFDR = 0.032)
MHC Class I Receptor Activity (pFDR = 0.021)

MHC Class II Protein Binding (pFDR = 0.045)

S100 Beta Binding (pFDR = 0.045)
Protein−Glutamine Gamma−Glutamyltransferase Activity (pFDR = 0.021)
Tryptophan−tRNA Ligase Activity (pFDR = 0.021)
Superoxide−Generating NADPH Oxidase Activity (pFDR = 0.021)

Expected Observed


