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Structure of a Saccharomyces cerevisiae gene encoding minor (AGY)tRNAer
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We have clorned and sequenced a gene of S.cerevisiae (strain C836) encoding
(AGY)tRNA . The sequence of both strands of pYH82 was determined by the
dideoxy chain termination method (1). Re-inspection of the sequence of pY102,
a plasmid which we isolated earlier (2), revealed that it contains another
copy of this gene (pos.136-35 of the original sequence). A fording to genomic
hybridizations, there are three gene copies for (AGY)tRNA er in ast. The
sequence is 68% homologous to the structural par1 f the major tRgA (e.g.2)
gene, and 67% homologous to the minor (UCA)tRNA er

or (UCG) A e
gene (3),

respectively. Like the suppressor form of the minor (UCG)tRNA gene (3), the
gene for (AGY)tRNA er has a 19 bp intron, but the sequences are different. As
found in the case of many other yeast tRNA genes (e.g.2), the (AGY)tRNASer
genes are flanked by delta sequences.
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101 GCCCATTGTGATGGCTCATCCACCCTCACGACGAAGTAAGACCCGG6Gca

151 CAAGAAAATACGAGATCATaACAGTTCGAaTCCGTTTATiGTGTGCGGTi

201 TTGGTACGC;TTTCGTGAGATGTACTACCaTTCATGAGAG7CGTTTTAGG

251 AGCTGTCATGGAAGATATG;ATCTTGTTGATGAACTGTAiAAATTTGCAG
41J._.

301 AOATTGCGCTATTCCGTTTATTTCATTGTiGATTCGGTGiTAATATTA6i

351 6GTACAAAATATACTAGAAITTCICCCTCGAGGATATAGiAATCGGCAA,

401

451
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(AGY) Ser--o
GArrTCTTGTTrAACI. TY AGTGGiEGAGTGG1TT&AncII,AT1,IrCTrT,

501 TATTTCCTCAGAAAAGCAATTAGGCATTGGGTTTTACCTGCACAGGTTCG

551 AATCCTGTC0GTGACTTTTTT1TAATTTCTTTACTCCAaGACAAAAGC

601 GGATAAAAATTCCCGCATTCGGCGTAAAAhAATCCGGTTITTTTTTAGCi

651 CTCOCTGTTTTTGCCTCTACCGGGTGAAAhATGACGATGOAGACGGCTGG
701 AATfGCGCTGCATCCGCTTT 720
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