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Varma et al., Figure S2
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Varma et al., Figure S3
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Varma et al., Figure S4
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Varma et al., Figure S5
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Varma et al., Figure S6

a

o

=

—

)

(]

I

|_

D

=

o

o

(@]

I

-

o

[}

I

C d
Early/Mid Prometa  Late Prometa Metaphase
80 72%

o 70
© 60
2 50
(%))

=y
o

N
o

7% 8%

=
o

% All Arrested MitoticCells
) 3

Early/Mid  Late Meta
Prometa Prometa

Hecl LoopMuT

m si-cdtl m Hecl Loop MUT




Varma et al., Figure S7
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Varma et al., Figure S8
Nsll Hecl

si-cdtl

Protein sicdtl  HeclloopMVT WT
Hecl + + +
Spc24 + + +
Knll + + +
Zwintl + + +
Nsl1 + + +
Dsnl + + +
Orc6 -+ - - ++
Madl (Meta) +++ +++ -
Ska3 (Meta) + + +
Dynein IC (Noco) + + +
ZW10 (Noco) + + +
Spindly (Noco) + + +
CENP-E (Noco) + + +






