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Nucleotide sequence of tDNA(Cys)GCA and its flanking regions from Zea mays chloroplasts
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An isolated tRNA(Cys) gene upstream and on the opposite strand to the rpoB gene
in maize chloroplasts is localized analogously to the gene in tobacco (1) and
liverwort (2). A "-35"-type promoter sequence (3) in maize 1is underlined.
Inverted repeats 48bp downstream of the maize gene are indicated by arross. De-
letions (A) have been added to optimise the comparison.
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G- C Fig. 1. Nucleotide sequence of the tDNA(Cys)GCA
é6-C region of Z . mays chloroplasts compared to other
AT organisms(4,5).In the leader and trailer, identity
(o] A is denoted by (¢). Base exchanges in the struc-
T A tural region are indicated by arrows with the cor-
G C A responding organisms shown in parentheses. Number-
ing refers -to position G(1) of the tDNA.
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