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A genomic bank of Nicotiana plumbaginifolia mitochondrial DNA was
constructed and probed with the gene encoding the a subunit of
maize mitochondrial F,-APTase (1,2). A 4.7 kb insert was present
in the positive clones isolated. After subcloning, a series of
progressive deletions were generated. Sequence analysis revealed
a region of 1527 nucleotides encoding a polypeptide of 55,162
molecular weight. The amino acid sequence shares respectlvely
94,3 % et 93,9 % homology with the a subunit sequence of maize
(1,2) and Oenothera (3).

- |1o GTGCAATTTCTAAGAAGGAATTAGAACTGGCCTTTGA ATAAAAAAA AGAGCTCATCTT TTCTCCCTTCTATCTATCTTGAATT

ATGGAACTTTCTCCCCGAGC ACTAACA AAGTCGAATTAGCAACTTTT AATTTTCA TGGAGATGGGATT
M EL S PRAAETLTS L 7. E SRISNTFVYTNTFOQVDETIGRVVYVYSUVGDGTI

121 GCACGTGTTTATGGATTGAACGAGATTCAAGCTGGGGAAATGGTTGAATT AAGGAATAGCCTTGAATCTTGAGAATGAGAATGTAGGGATTGTTGTCTTTGGTAGT
ARV Y GLNETLIOQAGEMU VETFRASGVYRKGTIALNTLTEHNENVGGIVVFGS
241 GATACTGCTATTAAAGA. TGGATCTAT A GA
DTAILIRKEGDLT VYK KRTGSTIVDV?PAGEKA H L G RV VDGLGV P I DGR

361 TAAGCGA GTGAA TGGTATTATTGAACGTAAATC TAAAAGCGGTAGATAGCCTGGTTCCT
G AL SDUHERRRVEVIKAPGTITIERTEKSTSTVHETPHM Q T GL KAV DSLUVEP

481 A \CGA ACTTATAAT AAACTGGAAAA TGCTATTGCTATCGATACCATATTAAACCAAAAGCAACTGAACTCA, AC

I 6 RGQRELTITIGDRAQTGEKTA ATILIATILIDTTITLNGQ QR KA QLNSRAA T S E S E

601 ACATTGTAT ACCGAT AACGCTCA TTAGTTCAAATTCTT AGCGA. T ATATTCTATTCT TCG
TLYCUVYVAIGA QR KRS STV VAQLUVQTILSEANALTETYS STILVAATAS

721 GATCCTGCTCCTCTACAATTTT TATTC ATTTCCGCGATAATCGAATGCACGCATTAATAATCTATGATGATCTT, AGCA

DPAPLQFLAPYSGCAMGETYTFRDNGMHEALTITLEYDDLSZKAQAVA
841 TA AATGTCATTATTGTT TTTCCC TTTCTATTTACAT TAA
Y RQ M SLLLRRPPGREATFZPGDVTFEFTYTLHSR L L E R AAEKRSDQTGG
961 *CGCCTT. TTGAAACACA TAT ATTACTGA A T A TCTTT
AGSLTALPVYIETQAGDV YSAYTI®PTNU VI P 1 ‘l D 6QI CLETTETLTF
c

1081 T T AAACTATGAAACA TG AAACTTGAAT ATAT
Y RG I RPAINVYGL SV SRV GS AAQLEKTMEKAO QYV G S S KLELARQY

1201 CGCGA T T T AACAACCACA
REVAALAQFPFGSDTLDAATAOQALTLNONRGARTLTETVTEPIEKAQPQTYATPLSTEP

1321 ATTGAAAAACAAATTCTAGTCATTTATGCAGC TTCTCAATA TCCAAAT AACCAGAATTACTA
I B K QI LV IYAAVNGTFTCDRMPLD DRTISQYTERATILIPNSVKEKTPETLHTL

1641 CAATCCTTTTTAGAAAA TAACTAACGAAAGAAAGATCGA ACATTCTTAAAAGAA TTAGCTTTTATTTAATACAATACAAGGAAAGGAAAAAGGTCTCTT
Q S FLEKGG GTLTNERTEKMETPUDTT FEFTLTE KES SALA ATFTIH®

1561 AGGGGTACCACAAATAATGGACTTACTAGTTCTTTTICTATCTATGAAGTAGGACGAGTG
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