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Suppl. Fig. S1. TSA-induced CD1d mRNA expression was not affected by 

various inhibitors in A549 and TC-1 cells. A549 and TC-1 cells were pretreated 

with Ro318220 (1 µM), Y27632 (30 µM), KN-62 (5 µM), SB203580 (30 µM), 

PD98059 (30 µM), SP600125 (25 µM), LY294002 (30 µM), rapamycin (100 ng/ml), 

SH-5 (20 µM), or wortmannin (0.3 µM) for 1 hour, then treated with TSA (1 µM) 

overnight. Total RNA (2 µg) were used for RT-PCR. 

 

Suppl. Fig. S2. Effects of apicidin alone or combination with MS-275 on CD1d 

mRNA expression in A549 cells. A549 cells were treated with 0.5, 1, or 2 µM 

apicidin in the presence or absence of 1 µM MS-275 for 24 h. Total RNA (2 µg) were 

used for RT-PCR. 







Suppl. Table S1. Comparison of the IC50 values of HDAC inhibitors reported 
in the literatures. 

 

IC50 (nM) reported in the literates 
Compoun

d 

HDAC 
inhibitio

n Ref. 1 Ref. 2 Ref. 3 Ref. 4 Ref. 5 Ref. 6 

Ranges of 
IC50 (nM) 

HDAC1 100 1 1.5  2  
1-2;  

100 

HDAC2     3  3 TSA 

HDAC3 300  0.6  4  
0.6-4;  

300 

HDAC1  148 119 21 68 100 21-148 

HDAC2     164 440 164-440 SAHA 

HDAC3  119 106 37 48 20 20-119 

HDAC1 300 5990 185 180 181 13000 
180-300; 

 >5990 

HDAC2     1155 510 510-1155 MS-275 

HDAC3 8000  201 740 2311 70 
70-740; 

 >2311 

HDAC1   2  
>1000

0 
<10 

<10; 

 >10000 

HDAC2     120 33.7 33.7-120 
Apicidin 

HDAC3   0.7  43 <10 0.7-43 
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