Supplementary Figure 6
Verification of transcript 1: Sequencing results and alignment of the PCR product
(PCR_SEQ) amplified by the primers Ebf1 Exon 7 fw and Ebf1 intron 8 rev. Sequencing

verifies the readthrough into the intron 8.
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PCR_SEQ AGEGCTCRRAGGCTTEACCCCTCGRRAGETR CTCTTATCTGGARCATGETAGECEAATCATTTTCATIGGTTGGCATTGCTACTTGTGAR P
PCR_SEQ GAGGGCTCGGAGGCTTGACCCCTCGGAAGETACGCCCTCTTATCT GGAACATGETAGECGARTCATTTTCATIGGTTGGCATTGCTACTTGTGRA M
Ebf1_Intron8 | GTAGECERATCATTTTCATIGGTTEECATTGCTACT TSIGACLItgaC

Verification of transcript 2: Sequencing results and alignment of the PCR product
(PCR_SEQ) obtained with the primers Ebf1_Exon7_fw and EGFP_rev, EGFP sequence
(EGFP) and Ebf1 exon 8 sequence (Ebf1_Exon8). Sequencing verifies splicing from
Ebf1 exon 8 to the GPIbaP encoded splice acceptor.
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GTCGCCGTCCAGCTCGACCAGGATGGGCACCACCCCGGTGAACAGCTCCTCGCCCTTGCTCACCATGGTGGCGACCGG
PCR_SEQ GTCGCCGTCCAGCTCGACCAGGATGGGCACCACCCCGGTGAACAGCTCCTCGCCCTTGCTCACCATGGTGGCGACCGG

GFP GTCGCCGTCCAGCTCGACCAGGATGGGCACCACCCCGGTGAACAGCTCCTCGCCCTTGCTCACCATGGTGGC
PCR_SEQ TCGCCGTCCAGCTCGACCAGGATGGGCACCACCCCGGTGAACAGCTCCTCGCCCTTGCTCACCATGGTGGCGACCGG
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TGAGGACCATGTTCCAGATAAGAGGCGCGTACCTTCCGAGGGGTCAAGCCTCCGAGCCCTCCGCCCGTGCTTGGAGTTA
PCR_SEQ TGAGGACCATGTTCCAGATAAGAGGGCGTACCTTCCGAGGGGTCAAGCCTCCGAGCCCTCCGCCCGTGCTTGGAGTTA
PCR_SEQ TGAGGACCATGTTCCAGATAAGAGGGCGTACCTTCCGAGGGGTCAAGCCTCCGAGCCCTCCGCCCGTGCTTGGAGTTA
Ebf1_Exon8 CATGTTCCAGATAAGAGGGCGTACCTTCCGAGGGGTCAAGCCTCCGAGCCCTCCGCCCGTGCTTGGAGTTA

Verification of transcript 3: Sequencing results and alignment of the PCR product
(PCR_SEQ) obtained with the primers HIV_SD_fw and Ebf1_Exon9_rev, HIV splice
donor upstream sequence (HIV_SD) and Ebfi exon 9 sequence (Ebf1_Exon9).

Sequencing verifies splicing from the HIV splice donor to Ebf1 exon 9. Red letters

indicate mismatches.
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TGCAGGACTCGGCTTGCTGAAGCGCGCACGGCARGAGGCGAGGGGLGGCGACTGCTACTCCCTGTATCAAAGCCATC

PCR SEQ  TGCAGGACTCGGCTTGCTGAAGCGCCCACGGCAAGAGGCGAGGEGCEECGACTGCTACTCCCTGTATCARAGCCATC

HINE S5 GCAGEACTCGGCTTGCTGAAGCGCGCACGECAAGAGGCGAGGGGCGGCGACTG

Ebfl Exon9 CTACTCCCTGTATCARAGCCATC
_EXon
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AGCCCGAGTGAAGGATGGACGACGGGAGGCGCGACCTGTCATCATCATAGGGGACAATTTCTTTGANTGGGTTACAG
PCR_SEQ  AGCCCGAGTGAAGGATGGACGACGGGAGGCGCGACCTGTGATCATCATAGGGGACAATTTCTTTGANTGGGTTACAG
Ebf1_Exon9 AGCCCGAGTGAAGGATGGACGACGGGAGGCGCGAC-TGTGATCATCATAGGGGACAATTTCTTTGA-TGGGTTACAG

Verification of transcript 4: Sequencing results and alignment of the PCR product
(PCR_SEQ) obtained with the primers GPlbaP_SD_fw and Ebfi_Exon9 _rev, GPlbaP
exon 1 sequence (GPlbaP Exon1) and Ebf1 exon 9 sequence (Ebf1_Exon9).

Sequencing verifies splicing from the GPlbaP encoded splice donor to Ebf1 exon 9. Red
letters indicate mismatches.
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CTCACTCCAGACCAGCATGGTACCGAATATCACCTgGTAACCCATCAAAGNAAATTGNTCCCCCTATGEATCGAT

Ebf1_Exon9 CTCACTCCAGACCAGCATGGTACCGAATATGACCT-GTAACCCATCAAAG-AAATTG-TCCCC-TATG-ATG-AT
PCR_SEQ TATGACCTGGTAACCCATCAAAGNARATTGNTCCCCCTATGTATGGAT
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CACAGCTCGgCGCC=TcCCG=-TCG=-TCCATCCTTCACTCGGG-CTGATGGCTTTGATACAGGG-AGTAGAGGCAG
Ebf1_Exon9 CACAG-TCG-CGCC-TCCCG-TCG-TCCATCCTTCACTCGGG-CTGATGGCTTTGATACAGGG-AGTAG

PCR_SEQ CACAGCTCGGCGCCGTCCCGNTCGATNCATCCTTCACTCGGGCCTGATGGCTTTGATACAGGGCAGTAGAGGCAG

PCR_SEQ AC-T-CCG-TCG-TCCATCCTTCACTCGGG-CTGATGGCTTTGATACAGGG-AGTAGAGGCAG

GPIbaP Exon1 AGCCAG
160 170 180 T80 200 210

GCAGAAAGACCTCCGAAGGCACAGAGCGTCATCTAGGGTGCCACTCGACTCCGTCCTTCTCTC
PCR_SEQ GCAGARAGACCTCCGAAGGCACAGAGCGTCA
PCR_SEQ GCAGAAAGACCTCCGAAGGCACAGAGCGTCA
GPlbaP Exon1 GCAGRAAGACCTCCGAARGGCACAGAGCGTCTTCTAGCGTGCCACTCGACTCCGTCCTTSTCTC

Verification of transcript 5: Sequencing results and alignment of the PCR product
(PCR_SEQ) obtained with the primers PRE_fw and Ebf1_Exon9 _rev, PRE sequence
(PRE) and Ebf1 exon 9 sequence (Ebf1_Exon9). Sequencing verifies splicing from the

PRE splice donor to Ebf1 exon 9. Red letters indicate mismatches.



10 20 30 40 50 €0 70

CATCGCCGCCTGCCTTGCCCGCTGCTGCACAGGGGCTAGGTTGCTGGGCACT GATAATTCCGTGGTGTTGTCG

PCR_SEQ CATCGCCGCCTGCCTTGCCCGCTGCTGGACAGGGGCTAGGTTGCTGGGCACTGATAATTCCGTGGTGTTIGTICG
PRE TGCCTTGCCCGCTGCTGGACAGGGGCTAGGTTIGCTGGGCACTGATAATTCCGTGGTGTTGTCG

90 100 110 120 130 140
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GGGAAGCTGACGTCCITTCGAATTCGATATCAGS tACCTACTCCCTGTATCAAAGCCATCAGCCCGAGTGAAG
PCR_ SEQ  GGGRAGCTGACGTCCTTTCGAATTCGATATCAGC-ANCTACTCNCNGTATNAAAGCCATCAGCCCGANNGAAG
PRE GGGAAGCTGACGTCCTTTCGAATTCGATATCAGGTAC

Ebf1_Exon9

CTACTCCCTGTATCAAAGCCATCAGCCCGAGTGAAG
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GATGGACGACGGGAGGCGCGACTGTSATCATCATAGGGGACAATTTCTTTG

PCR_SEQ  GATGGACGACGGGAGGCGCGACTGTCATCATCANAGNGGACAATTTCT
Ebfl Exono GATGGACGACGGGAGGCGCGACTGTGATCATCATAGGGGACAATTTCTTTG

transcript 1 transcript 2 transcript 3 transcript 4 transcript 5

M WT Leu Leu WT M W M leu WT Leu WT M Leu WT

)
:

PCR fragments were analysed by gel electrophoreses. Only the transcript 1 could also
be well amplified in wildtype progenitor B-cells. M= 100 bp plus marker (Fermentas).



