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Alejandro G.Schijman and Mariano J.Levin
Instituto de Investigaciones en lngenieri'a Gen6tica y Biologia Molecular (INGEBI), Obligado 2490,
1428 Buenos Aires, Argentina

Submitted April 10, 1992 EMBL accession no. X65066

Trypanosoma cruzi ribosomal proteins are antigenic in chronic
human T.cruzi infections (1). Immunoscreening of a Xgtl 1
bloodstream trypomastigote cDNA library (2) allowed the
isolation of a recombinant, Try-PO, containing a 979 bp long
polyadenylated cDNA that encoded the partial sequence of a
T.cruzi ribosomal PO protein.
Two oligonucleotides were synthesized corresponding to

nucleotides 1-20 of the T.cruzi miniexon (sense strand), and
62-84 (non coding strand) of the Try-PO cDNA. They were
used to amplify the 5' end of the ribosomal PO protein mRNA
by RNA-PCR. The amplified 227 bp cDNA (5'PO) was
sequenced.

Together, the 5'PO and Try-PO cDNAs span the complete
ribosomal PO mRNA sequence. It encodes for a 321 amino acid
long peptide, with a molecular weigth of about 34.500, and an
estimated pI of 5,66. It is 4 residues longer than the corresponding
Drosophila and human counterparts (3, 4), and 9 residues longer
than the Saccharomyces cerevisiae L1O protein (5).

Its acidic carboxy tail differs from the characteristic C-terminal
domain of the low molecular weight T. cruzi acidic ribosomal P
proteins (see accompanying papers), and clearly resembles that
of archaebacterial L1O proteins (Figure 1) (6, 7). In addition,
the Tcruzi protein harbors the 28S rRNA binding domain (Figure
2).
The present results, together with those reporting the sequences

of the low molecular weight T.cruzi acidic ribosomal TcPJL5
(8), TcP2b and TcP1 proteins (see accompanying
communications) indicate that T.cruzi is the only eukaryotic
organism known to express ribosomal P proteins with radically
different C-terminal sequences (Figure 3).

ACKNOWLEDGEMENTS
This work was supported by the French-Argentinian Cooperation
Program (INSERM-CONICET); the United Nations
Development Program-World Bank-World Health Organization
Special Program for Research and Training in Tropical Diseases;
and the UNIDO/ICGEB-ARG91-01 Collaborative Research
Programme.

REFERENCES
1. Levin,M.J., Mesri,E.A., Benarous,R., Levitus,G., Schijman,A., Levy-

Yeyati,P., Chiale,P., Ruiz,A., Kahn,A., Rosembaum,M.B., Torres,H.N.
and Segura,E.L. (1989) Am. J. Trop. Med. Hyg. 41, 530.

2. Levy-Yeyati,P., Bonnefoy,S., Debrabant,A., Lafon,S., Panebra,A.,
Gonzalez-Cappa,E., Dedet,J.P., Hontebeyrie-Joskowicz,M., and Levin,M.J.
(1991) Inmunol. Len. 31, 27-34.

3. Grabowski,D.T., Deutsch,W.A., Derda,D. and Kelley,M.R. (1991) Nucleic
Acids Res. 19, 4297.

4. Rich,B.E. and Steiz,J.A. (1987) Mol. Cell. Biol. 7, 4065.
5. Mitsui,K. and Tsurugi,K. (1988) Nucleic Acids Res. 16, 3573.
6. Arndt,E. Scholzen,T., Kromer,T., Hatakeyama,T. and Kimura,M. (1991)

Biochimie 73, 657.
7. Kdpke,A.K.E. and Witmann-Liebold.B. (1989) Can. J. Microbiol. 35,

11-20.
8. Schijman,A., Dusetti,N., Vazquez,M., Lafon,S., LevyYeyati,P. and

Levin,M. (1990) Nucleic Acids Res. 11, 3399.

T.crusl R D - L R GLKG L VFHGKK Q K V

S.coreviuIae R KFX L R G R A V V L M a K N T MHV A I R

DroaophlZa R T S L R G L A V V L M a I N TM M R X A I R
H.apl ena R M S L R G B A V V L M a R N TM M R R A I R

Figure 1. Potential 28S rRNA interaction region. Identical residues are boxed.

H. marlamortul. DALGAM?

M.vannlelll A G L G L L

L.azai GMQGALV

S.cereviaiae M G F G - L D
Droaophila M G F G - L FD
H.aJaplena M G F G - L FD

Figur 2. Ribosomal PO protein C-terminal regions. Identical residues are boxed.

To PO pi D D F G A[IF
Tc Pl K K H E E I H D D D MG F a - L F D

Tc P2b K K N K E K K D D D MGI a - L F D

Tc P-JL5 GE-KEDDDH*G jL F D

Figure 3. T.cruzi ribosomal P protein C-terminal regions. Identical residues are
boxed.
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