TABLE S1. Strains and plasmids used in this study

Strain or plasmid Characteristics References
Strains
E.coli IM110 Dam, dem, supE44, hsdR17, thi, leu, rpsL1, lacy, galK, 22

galT, ara, tonA, thr, tsx, (lac-proAB) (F, traD36,

ProAB, laclZ M15)
E.coli SCS110 RpsL(str), thr, leu, endA, thi-1, lacY, galK, galT, ara, 22

tonA, tsx, dam, dcm, supE44, (lac-proAB) (F' traD36

proAB lacl Z  M15)
BT185 B. thuringiensis  strain containing cry8Eal and 21, 29

cry8Fal gene
HD-73 B. thuringiensis subspkurstaki strain containingrylAc (12)

gene
HDAsIgE B. thuringiensis HD-73 Mutant typeAsigE 24
HDAsigH B. thuringiensis HD-73 Mutant typeasigH This study
HDAsigK B. thuringiensis HD-73 Mutant typeasigK (13)
HD(Pqy-Lacz) HD-73 strain containing plasmid pHTPorfl I ktudy
HD (Peyse-Lacz) HD-73 strain containing plasmid pHTPcry8E isTstudy
HD(Porf1-cryse-Lac”z) HD-73 strain containing plasmid pHTPorf1-8Ey This study
HDASIgE (Riri-LacZ) SigE mutant containing plasmid pHTPorfl This study
HD AsigK (Pysi-Lacz) SigE mutant containing plasmid pHTPorfl This study
HD AsigH(Ryse-Lacz) sigH mutant containing plasmid pHTPcry8E This study

Plasmids
pMAD

pMAD AsigE
pMAD AsigH
pHT304-18Z
pHTPorfl

pHTPcry8E
pHTPorf1-8E

B. thuringiensis-E. coli shuttle, temperature-sensitivel

plasmid, Amp, Ery

pMAD carrying partiasigE flank gene

pMAD carrying partialigH flank gene

Promoterless lacZ Vector, Eryr, Ampr

Amp, Ernd, pHT304-18Z carryingPorfl

Amp Ernd, pHT304-18Z carryindP8E

Amp  Ernd, pHT304-18Z carrying cry8E operon
promoter

24
This study
2
This study

This study
This study




TABLE S2. Sequences of oligonucleotide primers used instiuidy

Primer Sequence 5-3’
sigel CGCGGATCCGTGTATACAGCATTTGGGTTTA
BamH [
sige2’ GAAATGTATGACTGTGGTCTTAATTCCTAATTTCAG
Sige3'’ CTGAAATTAGGAATTAAGACCACAGTCATACATTTC
sige4 ACGCGTCGACCCATAACAAAGATAGGATCTC-3
Sl ]
sigH1F CGGGATCCGAAGGTGCTGCCAAAGGACA
sigH1R TTGTTACTTGATCCCTCCGACCG
sigH2F GGATCAAGTAACAAGAGCTACAGGTGTAAAAAAT
sigH2R ACGCGTCGACTAATCTGCGAATGGTCCCTCA
YZsigH5 TTTGAAGCGCTGATTGGCTATC
YZsigH3 GAAGTCAAGTTCAACTGGAGTCTCG
RTorf1-5 GCTCCATTGATTCGATAGGAGGTG
RTorf1-3 CAACTTTATCACGACATCACGTACT
RT8ES5 ATGAGTCCAAATAATCAAAATGAATATG
RT8E3 CACAATCGGTCCTACCAATGGAACTC
RTCOorfl AGTACGTGATGTCGTGATAAAGTTG
RTCOS8E TAATGCATTTGTTGGATCACTCG
16SrDNAS ATCTTCCGCAATGGACGAAAGTC
16SrDNAS GGTCTTGCAGCTCTTTGTACCGT
Porfl-5 AACTGCAGAATGCACCTCCAATTGTTAATTATGT
Pst |
Porfl-3 CGEGATCCTTTTTTCTGTGCACCTCCTATCG
BamH |
Pcry8E5 AACTGCAGTTTCAATAGAAACAAAAACGTTCT
Pst |
Pcry8E3 CGGATCCCTATTTTCCTCCTATACATACACAAGAT
BamH |
8ERace CACAATCGGTCCTACCAATGGAACTCC
NestRace GGTCCTACCAATGGAACTCCTAATTTTCCT




