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Figure S3. Alignment of PBS1 Orthologues. Amino acid sequences were aligned using
ClustalW2, with default parameters selected. The alignment output was converted to a visual
representation using Boxshade 3.21 using the default parameters. Conserved protein kinase
domains of PBS1 are indicated with brackets above the alignment. Potential palmitoylation (P)
sites are indicated above the alignment. The position of the N- and C-terminal truncations of
PBS1 are indicated above the alignment with a vertical line and the position of the terminal
amino acid. The activation segment is indicated by the red bar and the site of cleavage by
AvrPphB is indicated by a vertical arrow within the red bar.
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