FIG. 1A

anabfindar

Al -~ b - TN Clear all selections
ALRSS" ycarviar You have selected 0 target and 0 non-target genomes.

ssGeneFinder Home

Please enter your search terms e.qg. "Staphylococcus" {genus), "aureus" (species), "Mu50"

Start Analysis (strain name) or " BAODOO17 " (accession no.)
A [Salmonella Typhi Search | —Cm—
Contact us

Add selected genomes to: |Target JenoImes ;I Save seledinn'

[ Genome Sequencing status Accession no.

Add selected genomes to: |Target Jenomes j Save selediun'

Department of Microbiology, The University of Hong Kong @ 2011



FIG. 1B

Please enter your search terms e.g. "Staphylococcus aureus" (genus and species name),
"Staphylococcus" {genus), "aureus" {species), "Mu50" (strain name) or " BADODD17 "
{accession no.)

Add selected genomes to: | Target genomes

-
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Add selected genomes to: |Nnn-targetgennmes j Save selection | —-C—

3 Genome Sequencing status Accession no.

/ I Shigella D9 draft MNZ_ACDLO0O0D0000.scaffold

Check to

3 Shigella dysenteriae 1012 draft NZ_AAMIDO000000.contig
select all
3 Shigella dysenteriae 1617 draft NZ_ADUTO0000000.contig
. . NC_0043237
v _
7 Shigella flexneri 2a 301 complete NC_004851
MC_007284
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v Shigella sonnei Ss046 complete NC_009345
MC_009346
MNC_0093247
¥ Shigella flexneri 5 8401 complete MNC_008258
. . MC_007608
- _
3 Shigella boydii Sb227 complete NC_007613
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FIG. 1D

Clear all selections
You have selected 11 target and 275 non-target genomes.

If you have finalized your genome selection, click here to proceed.

N




FIG. 1E

Please specify the parameters for your ssGeneFinder run.

The default values have been tested using various genomes, although they may still be
optimized to suit special target selection needs.

E-value for conserved target sequence(s)
(=—

E-value for elimination of non-target sequence(s)
h—

Minimum target sequence length

C—

Target must be present in at least

|E|5 % of target genomes

* The maximum number of iterative elimination steps and multiple alignment options are fixed
on this wversion.

Your email address

[pcywoo@hku.hk

SUDMIT | —



FIG. 1F

Dear user,

& summary report of your analysis on ssGeneFinder Webserver has been attached with this email. If the
results are not satisfactory, you may like to examine the attached log file (log.txt) and modify the
settings.

The genome files, unique targets and target alignments have been stored on our server for your
retrieval

at any time. Just check the URL below -

http://147.8.74.24/tom/ssGeneFinderk28lebserver/browse. php?id=a356bl9654f5ea3ib7f3f7c9a3144e92e

~—
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Clear all selections

Alahncoar i
\/ C A Yycarv/iar You have selected 0 target and 0 non-target genomes.

ssGeneFinder Home Browse ssGeneFinder Webserver results for session a356b19654f5ea3b7f3f7c9a3144292e

Start Anal

Analysis report (0.9KB)

All conserved targets from the starting genome (2.71KB)

Contact u\e\\/\
L\

>13id000034 gi|lE81le0886|emb | CARS01001715.1| Salmonella enterica subsp. enterica serovar Iyphi atr.
CeCGCTITITCCT I GT ARG A GG T GCCT O TGARACTAR A TCGATTGACATTICTAGCTARCCA AR CTTTCTGRARATCAGCARARTGTGC
>u3id000040 gi|188162303 | emk [CARSO1000298.1] Salmonella enterica subksp. enterica serovar Typhi str.
TARGCACCTGRARTCARGACGRAGECAR AGACGAGEETGRATCATCARNGATATCCTTATCGC AR R ACTARAGCGCTTGCTTARCAGGGCTACTARTC
>13id000041 gi|188162303 |emk | CARSO1000298.1| Salmonella enterica subsp. enterica serovar Iyphi atr.
COGTCTACA A GRC A TCCA T AT AT TC AT A TG A T AR CT AT T AT TTTCTACAR A CCAGT TTACTICCCT GTCGATACCATTTGACT TTAGCTACCECC
1314000076 gi|188160038 |emb | CARSO01002563.1| Salmonella enterica subsp. enterica serovar Iyphi atr.
AR TTCTGRCT T OGO AT T TG T OGETACT GECAGT CGAGEAGCTGECAT CARGCCCCCOGTATAR A TTAGCCACA R TCGT GOCAGERAAT
>13id000077 gi|188160038 |embk |CARS01002563.1| Salmonella enterica subsp. enterica serovar Iyphi atr.
TTATTGATRRAGGAL AGAGACCTIGACCTCOGACCCGETATAT AR CGT TGOGAGAT TG CCCTCARCGGTATCGGTATARCARTTCATCCCATCTTITTACT
>u3id000078 gi|188160038 | emk |CARASO1002563.1] Salmonella enterica subksp. enterica serovar Typhi str.
GARCAGCARTCGRCGT TGO AR T AT TAGGT TATCGT TARGC G T AT AGT AGETGTARC CATTTCT GG T GETATCRATACTCAGCGEOGARCGRGCGETAT
>13id000080 gi|l188160884 |emk | CARSO01001717.1| Salmonella enterica subsp. enterica serovar Iyphi atr.
TCT AT TCAGA A T TCCGECATTATTACATTCCAT T TCACTCAR A TCACACGRA A CGEAATTTCAGRATTTTAGCGTARTTCOCAGRACCARATTTH
1314000091 gi|lE88160884 |emb | CARSO1001717.1| Salmonella enterica subsp. enterica serovar Iyphi atr.
TTCCAGA G GR CCA CECCTTI T T T AT TACCCAGTTCT T CTGARA T T TAGT CRGAT CACGCCAGRCCGCAGETTTACCE CAGTTGOCTIGOG
>13id000092 gi|lE81le0884 |embk | CARSO01001717.1| Salmonella enterica subsp. enterica serovar Iyphi atr.
GCTCCGECCCTTCCACTIGOCCICTI T TAT CGaRGAGRAGACGECCTTTA AR CTTCACACCTGATTTAATTARTGOCACGCTICATACGEECOGCACRGS




