Supplementary Figure 3. Mediation of genomic structural deletion variation by the retrotransposable element SINE. The retrotransposable
element SINEC_Cf in the boxer genomic region (Chr26:36591555-36592244) might be associated with a structural deletion variation in the corresponding Jindo dog genomic

region.
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TATGACCTTTTRCATTTRCATAATTTTTRRAGATGRATGTTCTTAGAAGTGRGTTCAGTCTRCCATCTTT:
TATGACCTTTTRCATTTRCATAATTTTTRRAGATGRATATTCTTAGAAGT GRGTTCAGTCTRCCATCTT TACCTREAGAGCAGCTCCTCA

TATGACCTTTTRCATTTRCATAATTTTTRRAGATGRATGTTCTTAGAAGTGRGTTCAGTCTRCCATCTTT:

TTTECATTTECATAATTTTTRGAGATERATGTTCTTAGAAGTGEGT TCAGTCTECCATCTT TACCT GEAGAGCARC TCLTCAGAGACTCACC TCCAGRGE
TATRACCTTTTRCAT TTRCATAATTTTTGGEAGATRRATETTCTTARAAGTGEGETTCAGTCTHCCATCTTTACCTRAGA,

TATEACCTTTTRCAT TTECATAATTTTTRGAGATRRATETT CTTAGAAG TREETTCAGTCTHCCATC

TiCATTTEA AT T TEGALA TEGATHT CTTAG AG TGN TRAGT CTEC04T O TTACITE 34555060 TR0 TCAL AEAL TS 0T SLARGGCTE

TATGACCTTTTRCAT TTRCATAATTTTTRGAGATERATETTCT TAGAAGTGEGTT AR CTRCCATCTT TACCT GRAGAGCAGCTCCTCAGAG
TATBACCTTTTRCAT TTRCATAATTTTTRGEAGATERATETTCT TARAAGTGREGTTCAGTCTGCCATCTTTACE

TATGACCTTTTGCATTTRCATAATTTTTRRAGATGRATGTTCTTAGAAGT GG

TATGACCTTTTRCATTTRCATAATTTTTRRAGATGRATGTTCT TAGAAGTGEGTTCAGTCTRCCATCTT TACCTRGARAGCAGCTCCTCAGAGACT
TATGACCTTTTRCATTTRCATAATTTTTRRAGATGRATATTCT TAGAAGTGEGTTCAGTCTRCCATCTTTACCTRRARARCAGCTCCTCAGAGACTCAL:

TTRRAGATGEATATTCT TAGAAGTEGET TCARTCTRCCATCTT TACCTGRAGAGCAGC TCCTCAGARACTCACCTCCAGGRCTCLCCCACCTCCT THAGE

TTRCATTTRCATAATTTT TRRAGATGEATATTCT TAGAAGTRGET TCARTCTRCCATCTT TACCTRRAGAGCARCTCCTCAGARACTCACCTCCARGRCT
TAATTTTTRGAGATGEATRT TCT TAGAAGT GRGET TCARTCTRCCATCTTTACCTGRARAGCARCTCCTCAGAGACTCACCTCCAGBGECTCLCCACCTCCT

CTGRLCATCTTTACCTGRAGAGRCAGC TOCTCAGAGACTCACCTCCARRRCTCOCCCACCTOCT TRARGRGC TCTRCTCCTRTRCATTCACCT TCCATACCTE
GATERATETTCT TAGAAGTGEGT TCAGTCTECCATCTT TACCT GEAGAGCARCTCCTCAGAGACTCACC TCCAGRGLTCOCCCACCTCCT TRAGGRCTCT
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Boxer sequence=>TTTRATACCATTTATAATTTCTCTRTCTCTATTTTTCTTTCTTCCTTTCATTTTT ILCTGTATTCTGGGAGGGTTTTACMATTTGTCTGAATTTTACCATTCTGATTCTGTTTCTTACTCTG’T

TTGRARAG T AGGAAA TR A A TR TR T AT AT TATRATT T TRRGETTTTTT T T TAART TCCT TAT TTTATTTCAT TAGCTTACCCATTCATATTTTCACAGRAAGT:

BT AGGRAAAC TEAAAATATRTATAT TATRATTTTRRGRTTTTTTTTCTTAAGTTCCTTATT TTATTTCATTAGCT TACCCATTCATATTTTCACAGGAAG

A TETATATTATGATTTTRGETTTTTTTTCTTAAGTTCCTTATTTTATT TCATTAGCT TACCCATTCATATTTTCACABGAAG

BTG TR A AN T A TR TATAT TATRATT T TRRGTTTTTTTTCTTAAGTTCC T TATTTTATTTCATTAGCT TACCCAT TOATAT TTTCACAGGAAG

ARGAAA TR AT RA TR TATATTATRATTTTGRGT TTTTTTTCT TAARTTCCT TATTTTATTTCATTARCTTACCCATTCATATTTT

GTATTRAGAGTAGGAAACTGAAAATRATATATATTATRATTTTRRATTTTTTTTCTTAAGT TCCTTATTTTATTTCTTT
TTGAGART AGGASACTRAAAATRATRTATATTATGATT T TGRRTTTTTTTTCTTAAGTTCCTTATTTTATTTCATTAGCT TACCCATTCATATTTTCAC

S e e T AT T TAGRTTA T T T DT VARG T IO TATTT TATTACATTAGRT T OOl TTOATATTTIC L BaAAG

GAGALT ARGAARC TEA AT BATATATAT VA TEA T T I TEGET T P71 T LT AAL TTCCT PAT I TTATT roATTAGCT TACLEATTCATAT T T ISRl RGE

TATATTATGATTTTREETTTTTTTTCTTAAGTTCCTTATTTTATT TCATTAGCTTACCCATTCATATTTTCACAGGAAG

AGARTAGRGAAACTEAAAA TG TR TATATTATGATTTTREETTTTTTTTCTTAAGTTCLTTATTTTATT TCATTAGCTTACCCAT TCATATTTTCACAGGA

TEATATATATTATRATTTTRRRTTTTTTTTCTTAAGTTCCTTATTTTATTTCATTAGCT TCCCCATTOATATTTTCACAGRAAG

TEAGART AGGAAACTEAAAA TR TETATAT TATGATTTTEGET TTTTTTTCT T AAGTTCCT TATTT TATT TCAT TAGCT TACCCATTCATATTTTCACAG

A AR TR TETATAT TATGATTTTRGET TTTTTTTCT T AAGT T T TATTTTATT TCATTAGCT TACCCATTCATATTTTCACABGAAG

TTTTTTTTCTTAAGTTCCTTATTTTATTTCATTAGCTTACCCATTCATATTTTCACAGRAAGT

TTATGATTTTREETTTTTTTTCTTAAGTTCCTTATTTTATTTCATTAGCT TACCCATTCATATTTTCACAGGAAG

TCATATTTTCACAGGAAGE

TITTTTTCTTAAGTTCCTTATTTTATTTCATTAGCTTACCCATTCATATTTTCACAGEAAGD



