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Locus (position of

signal)

| SaurJH1_0087
SaurJHl 0089
SaurJH1_0090

SaurJH1_0091
SaurJH1_0106

| SaurJH1_0134

SaurJH1 0199
SaurJH1_| 0205
SaurJHl 0215

| SaurJH1_0293
| saurJH1_0401
| SaurJH1_0431
| SaurJH1_0437
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SaurJﬂl 0476
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SaurJﬂl 0478
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SaurJH1_1008
SaurJH1_1009

SaurJH1_1119
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(1-22)
(1-22)
(1-22)
(1-22)
(1-22)
(1-22)
(1-22)
(1-17)
(1-18)
(1-17)
(1-17)
(1-20)
(1-18)
(1-19)
(1-17)
(1-19)
(1-20)
(1-20)
(1-21)
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Signal Sequence

MMKRLNKLVLGIIFLFLVISITAG
MKRLNTLVLYISFLILIISIVAG
MKRLNKLVLGISFLFLVISITAG
MKRLNKLVLYISFLILVISFTAG
MNKVIKMLVVTLAFLLVLAG
MKNFKYLFVLMLAVIVFAAA
MKKIISIAIIVLALVLSG
MSKILKCITLAVVMLLIVTA
MKSKIYILLLFLIFLSS
MMKRILVVFLMLAIILAG
MKKLTTLLLASTLLIAA
MKLKSLAVLSMSAVVLTA
MKKRLLLSTFLASALILTG
MRYLKRLSWYISILILIVVIAG
MGYLKKLALFISVIILGIFIIG
MGYSKRFALYISVMILIFAIAG
MRDSKRVVLYISIMVLSIFIIG
MGYSKRFALYISILILIVMVAG

 MGYLKRLVLYIVIMVMSVFIIG
MGYFKRVVLYIIVMVVSVFIIG
MKSIKRIGLCISLLILIIFATS
MEYIKKIALYMSVLLLIIFIGG
MKRLIGLVIVALVLLAA
MKKSLIAFILIFMLVLSG
MKKLVPLLLALLLLVAA
MKKLIISIMAVMLFLTG
MNTKYFLAVGAVASVLTLGA
MKKTVLYLVLAVMFLLAA
MKKIVIIAVLAILFVVISA
MKKVMGILLASTLILGA
MKKLFGLILVLTFAVVLAA

MTRKFRTLILILIATIALSG
MGKLIKYISILLIVVLVLSA
MNRNIVKLVVEMLILVVAVAG
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Locus (position of

signal)

SaurJHl 1143
SaurJH1_1174
SaurJH1 1214
SaurJH1 1297
SaurJH1_1479
SaurJH1_1575
SaurJHl 1576
SaurJHl 1578
‘SaurJH1_1622
SaurJHl_}884
SaurJH1_1887
SaurJHQ_lQOQ
SaurJH1 1928
SaurJHl _1992
SaurJH1 2165
SaurJH1_2165
SaurJH1 2246
SaurJH1_2346
SaurJH1 2351
SaurJH1 2438
SaurJH1 2453
SaurJH1 _2478
SaurJH1 2482
SaurJH1_24B3
SaurJHl_?4B7
SaurJH1l 2521
SaurJH1_2534
SaurJH1 2566
SaurJH1 2762
SaurJH1 2827

SAAV_ 0382 (1-
SaurJH1_ 1042
VRAO15 (1- 16)

(1-19)
(1-19)
(1-19)
(1-18)
(1-20)
(1-17)
(1-17)
(1-17)
(1-16)
(1-24)
(1-18)
(1-17)
(1-20)
(1-17)
(1-19)
(1-19)
(1-21)
(1-19)
(1-17)
(1-17)
(1-20)
(1-20)
(1-18)
(1-17)
(1-17)
(1-20)
(1-20)
(1-23)
(1-20)
(1- 16)
16)"
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Signal Sequence

MSKFKSLLLLFGTLILLSG
MKFGKTIAVVLASSVLLAG
MRIIKYLTILVISVVILTS
MKKTLGCLLLIMLLVVAG
MKKWQFVGTTALGATLLLGA
MFKRIKLILIATIILSG
MFKRTKLILIATILLSG
MKKFIGSVLATTLILGG
MKKLVSIVGATLLLAG
MKKFLKFKGMKICLMLYLLIFLSS
MKFKAIVAITLSFSLLTA
MRRLLSLLLASTMILVA
MKMINKLIVPVTASALLLGA
MKRTLVLLITAIFILAA
MKKKALLPLFLGIMVFLAG
MKKKALLPLFLGIMVFLAG
MRGLKTFSILGLIVALLLVAA
MKMKRFIAIVMALFLVLAG
MKKLLLPLIIMLLVLAA
MKRLVTGLLALSLFLAA
MRKLTKMSAMLLASGLILTG
MKKKLGMLLLVPAVTLSLAA
MTRKLLTLFIVSMLILTA
MKREFVATVLLLLVFISG
MKRLLFVMIAFVFILAA
MKKIKYILVVFVLSLTVLSG
MKKLCSLIVVALICIIALSA
MMIHSRKLRLWLYLVLLAVFIGA
MHKKYLLLFFLLLSVALLYS
MKKLIFLIAIALVLSA
MCVVYRTSVLILLASG

MKRLLGLTLASALVLGA
MKKLLTIVILFTLVLAG

*Found in all VRSA excluding VRS6, not annotated in CCS genomes other than ED98, and present in ST398 and EMRSA1S.
" Orthogroup analysis suggested that this lipoprotein was present only in the JH1, JH9 and ST398 genomes.
“ Present in strains carrying the plasmid pSK41.
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