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[G] Supplemental Figure 2
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[G] Supplemental Figure 3
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[G] Supplemental Figure 4
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[G] Supplemental Figure 5
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[G] Supplemental Figure 6

Fig. S6
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[G] Supplemental Figure 7

Fig. S7
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[G] Supplemental Figure 8

Fig. S8
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[G] Supplemental Figure 9

Fig. S9
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[G] Supplemental Figure 10

Fig. S10
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[G] Supplemental Figure 11

Fig. S11

>

Log2 (RA treated/control), siFoxA1

Log2 (RA treated/control), siNT1

Log2 (RA treated/control), siGATA3

T N v
| N
i [ /
p N
[ .,
| . 7
L c, N
v‘ /
=.0.74 x
r r2=0.67
= '
. , - | . . .
2 -1 0 1 2 3 4
Log2 (RA treated/control), siNT1


http://ees.elsevier.com/cell/download.aspx?id=415015&guid=0b50bd0c-860f-4100-9405-3eb51f7f9da7&scheme=1

[G] Supplemental Figure 12

Fig. S12
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[G] Supplemental Figure 13

Fig. S13
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[G] Supplemental Figure 14

Fig. S14
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[G] Supplemental Figure 15
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