
Supplemental Table 1 
 
 

NEDD8-UbcH12 
Linkage  Peptide Sequence  

Predicted m/z 
NEDD8-modified 

LysC Peptide 

Predicted m/z 
GG-modified 

Tryptic Peptide 
K8  

(aa 4-11) 
(K3)LFSLKQQK11(K)  (2+) 1274.28  

(3+) 849.86  
(4+) 637.64  

(2+) 553.32  
(3+) 369.22  
(4+) 277.16  

K11 
(aa 9-12)  

(K8)QQKK12(E)  (2+) 1044.14  
(3+) 696.43  
(4+) 522.58  

(2+) 323.19  
(3+) 215.79  
(4+) 162.10  

K12  
(aa 12-21) 

(K11)KEEESAGGTK21(G)  (2+) 1296.23  
(3+) 864.49  
(4+) 648.62  

(2+) 575.27  
(3+) 383.85  
(4+) 288.14  

K21  
(aa 13-25) 

(K12)EEESAGGTKGSSK25(K)  (2+) 1411.77  
(3+) 941.52  
(4+) 706.39  

(2+) 690.81 
(3+) 460.88  
(4+) 345.91  

K25  
(aa 22-26) 

(K21)GSSKK26(A)  (2+) 1031.63  
(3+) 688.09  
(4+) 516.32  

(2+) 310.67  
(3+) 207.45  
(4+) 155.84  

K26  
(aa 26-36 or      

aa 26-33) 

(K25)KASAAQLRIQK36(D) - LysC 
or 

(K25)KASAAQLR33(I) - Trypsin  

(2+) 1385.35  
(3+) 923.90  
(4+) 693.18  

(2+) 479.77  
(3+) 320.19  
(4+) 240.39  
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E1,E2 and ATP
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