Table S1. TEA treatment effect in PLFA lipids.

SG SG + NO3y’ SG + Fe SG + S0, 4
Avg+ SD Avg+ SD Avg+ SD Avg+ SD

Fungal lipids
16:1w5c 259+ 1.09 260+ 0.58 219+ 1.51 191+ 0.69
18:2w6,9¢ 172+ 4.48 13.8+ 3.83 14.8 + 3.73 15.0+ 3.57
18:1w9c 1848+ 246 146+ 211 1275+ 14.5 181.6 472
Branched lipids (Gram + bacteria)
i14:0 159+ 1.29 047+ 0.06 9.80 + 10.7 0.70+ 0.62
15:010Me 196+ 1.03 113+ 1.22 224 + 3.00 035+ 0.37
i15:0 348+ 2.02 1.083+ 0.53 3.20 = 3.26 082+ 0.19
al5:0 415+ 3.85 341+ 0.99 5.36 + 4.62 1.66+ 0.39
i16:0 248+ 1.05 124+ 0.75 105+ 2.61 113+ 042
i17:0 730+ 0.93 535+ 1.60 4.71 1.34 546+ 1.32
Mid-chain branched unsaturated lipids (sulfate reducers)
i17:1w9c 260+ 255 178+ 11.0 16.6 = 14.8 8.67+ 547
al7:1w9c 068+ 0.27 089+ 0.40 0.94 + 0.38 042+ 0.10
10Me16:0 249+ 0.69 116+ 0.65 7.56 2.41 414+ 483
Mono-unsaturated and cyclopropyl lipids (Gram — bacteria)
14:1 1.34+ 042 1.09+ 0.21 1.01 0.24 1.67+ 042
15:1w10 095+ 0.38 084+ 0.21 0.51 % 0.57 026+ 0.13
16:1w7c 179+ 384 b 149+ 413 ab 10.1 = 241 g 150+ 364 ab *
17:1w9c 146+ 0.30 ab 058+ 0.19 a 1.44 + 1.08 b 087+ 021 ab *
18:1w7c 417+ 1.86 351+ 0.92 1.65 + 0.47 8.08+ 1.60
19:1 16.7+ 265 a 146+ 714 a 5.20 = 3.13 p 362+ 234 ab *
cy19:0 110+ 042 117+ 0.25 1.26 + 0.60 1.88+ 1.66
Saturated lipids (general biomass)
14:0 199+ 422 149+ 3.80 18.0 = 7.21 195+ 3.08
15:0 317+  1.11 1.61+ 0.56 1.98 + 0.87 1.71+ 017
16:0 1.7+ 122 578+ 17.8 66.8 + 26.9 574+ 511
17:0 3.76 + 1.17 245+ 0.74 2.52 212 192+ 0.65
18:0 352+ 470 c¢ 327+ 550 bc 20.6 = 6.66 gp 200+ 3.70 a >
Trans lipids (stress biomarkers)
16:1w7t 151+ 039 b 121+ 039 ab 0.68 + 030 a 067+ 0.06 a >
18:2w6,8t 193+ 3.23 11.8+ 3.10 154 + 3.24 156+ 3.34
18:1wot 481+ 6.04 462+ 16.3 371 % 10.0 409+ 103
Total abundance

5043+ 60.5 4002+ 76.8 390.1 + 1245 4111+ 417

#For P-values from ANOVA, * <0.05; ** <0.01; *** <0.001





