Noscapine Papaverine

150 - 150 1
SOMT1 SOMT1
- n
. 100
100 mpTRV2
] - O pTRV2-SOMT1
[ |
50 A 50 1 [ | ] u
] - :9)@6 [
0+ T T d 0 T T d
0 50 100 150 0 50 100 150
3
£ 150 1 150 1
© SOMT2 SOMT2
> n u
©
2 100 100 A
g . = mpTRV2
= m o - O pTRV2-SOMT2
2 ] | | J ©
2 50 50 e
8 o n® [
B
° ]6 ™
g o+ T T ) 0 r r )
< 0 50 100 150 0 50 100 150
150 1 150 1
SOMT3 SOMT3 -
™ | |
100 A 100 P
m n o mpTRV2
s " R 00 0 pTRV2-SOMT3
50 1 O go [ 50 1'm n -
3 ©
0 - . . 0 ; ; .
0 50 100 150 0 50 100 150

Relative transcript abundance (%)

Supplemental Figure 7. Correlations in control (black squares) and gene-silenced plants (open circles)

between the accumulation of noscapine (left panel) and papaverine (right panel) with the relative transcript
abundance of SOMT1, SOMT2, or SOMT3.



