
Supplementary figure 8.
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Figure S8. Expression analysis of defence marker genes. Quantitative real-time PCR

monitoring transcript levels of the indicated genes in Col-0, aca8 aca10 and aca8 aca10 ACA8-

GFP plants. Genes in this analysis were not included by Boudsocq et al. (2010). Actin was used

as control. Error bars indicate standard deviations based on n = 3 biological experiments with

each three technical replicates; asterisks indicate significant differences between Col-0 and

aca8 aca10 at p<0.05 (*) and p<0.01 (**) based on Student´s T-test.


