Table S5A: List of genes from significantly enriched disease pathways in EC vein grafts at different time points.

Disease Pathways 2H Symbols IHP value 12 Symbols T2HP _value _24H Symbols 3HP_value2 70 Symbols 70 value 300 Symbols 3007 _value
1L5, CCR3, SELE, IL1A, PDGFA, CXCRA, L6, PDGFC, PRDXG,
92, COLIA2, COL1AL PLAZGAA, 18, SELP, CCL2, 1L8, CCR3, SELE, IL1A, VCAM1, CXCRA, 1L6, PDGFC, LAMB2, IL8, SELE, VCAMI, MSR1, CXCRA, CD36, L6, LAMB2,
Atherosclerosis Signaling 1L8, SELE, 118, 118, NFKB1 0081283052 ILIAN, 1L18, MMP1 (includes E6:4312), COL3AL 00616595 1L18, CCL2, ILIAN, IL18, PDGFD, ITGAd, COL3AL 000724436 COL1A2, COLIAL, IL18, CCL2, SELP, ILIRN, ITGA4, COL3AL  0.00851138 COLIA2, COLIAL L18, COL3AL, TGA4 0000446684
HUA-DMIA, 1A, HLA-DOA, HLA-DOAL, HLA-DM, 16, HLA- LA-DQB1, HUA-DMIA, 1L18, CDO, ILIRN, HLA-DRA, HLA-
Graft-versus-Host Disease Signaling. 1L18, FCERIG, 1118 0124738351 IL1, 1118, HLA-A, CDBO, ILIRN, FCERIG, L18, L6 0276694165 DQBL, 1118, CDBO, IL1RN, HLA-DRA, FCER1G, CDBG, L1 0000112202 DOAL, FCERIG, CDBS, HLA-DMS, L6 0,003030295 1115, HLA-DRA, HLA-DQAL 0005888437
PTPNG, ILIA, CREM, GRB2, C9, L6, FCGRIA, PIK3R3, PTPNG, ILLA, CREM, GRB2, 1L6, FCGR1A, PTPRC, PIK3R3,
PTPRC, IL18, RRAS?, NFATS, CDBO, HUA-A, IL1RN, PIKSCG, IL18, RRAS2, CDB0, ILIRN, PIK3CG, FCER1G, LYN, C7, CD85, PIPRC, 15 COR0, IR, PIACG,FCERIS, LY, D85 5
Systemic Lupus Erythematosus Signaling  1L18, FCERLG, NFATC?, 1L18 0304088503 PLCG2, FCERLG, LYN, AKT3, L1B, TNFSF138 0.176603782 IL18, PIK3CB, PIKICD 0.008709636/1L6, FCGRIA, TN 0461317575 1118 039994475
o, ok TSI LA DAL HA DM
HLA-DMA, HLA-DOA, ICAL, HLA-DQAL HLA-DM, HLA- MAP3KS (includes EG:4217), BCL2, HUA-DQB1, CDBO, HLAY
50CS3, ICAL HLA-A, CDBO, MYDSS, FCERLG, CYCS 51, CD8O, HLA-DRA, FCER1G, IL18, CYCS (includes DRA, FCERIG, CD86, MAP2K3, CASPS, STATL, CPE, !
Type | Diabetes Mellitus Signal 50CS3, FCERIG, IL18, JAK2, NFK81, BCL2 003801894 fncludes G 4205 L, HSPD3, CASPD P, LD 0610942025 £G:54205), CD8S, MAP2KS, ILIRAP, CPE 00213796211 TNFRSFL1E! 0007762471 HLA-DRA, HUA-DQAL 0130918102
CB2, PPPIRSC, GNBS, TUBB, PPPIR14B, GNB3, GNGL1, PLCB2, PPPIRSC, TUBB, PPPIR1AB, PAKL, STWIN, ¢
K6, RDACCL, AGEFS, ARHGEFL2 TUBBEC G, PLCB2, GRB2, ARHGEFLS, PPP1R3C, PRKAR2A, ITPR1, CAMKZD, CAMK2A, ADCYS, PPML, PIK3CG, ARHGEF3,
(GNAIL, TUBA4A, PRKAR2A, ARHGEF17, ITPR1, PIK3R3, PPPIR148, GNB1, PIK3R3, PLCBA, RRAS2, GNG11, ADCYS, PPPICA, CCNE2, ARHGEFLS, TUBA4A, ITPRI, CDKL, CCNEL,
LCB4, RRAS?, PRKCD, CKNLA, ARHGEF6, PPPIR12A, PIK3CG, PRKCD, COKN1A, PIK3CB, PIK3CD, ARHGEFS, PRKCD, COKN1A, PPPIR12A, GNG2, PPP2R1S, PRKCS, ¢
Breast Cancer Regulation by Stathmint CDKN1A, GNAL3, GNG2, PRKCB 0477529274 GNG2, CDKN1B, PPP2RIS, PRKCB 0125025903 GNG2, CDKN18, PPP2RIS, PRKC 0016595869/ CAVIK2G? 0003981072 COKNLA 0432513831
K2, PIK3R3, TIMP3, RRAS?, TIMP1, PIK3CG, PLAUR, PIK3R3, TIMP3, RHOG, RRAS2, TIMP1, PIK3CG, PLAUR, TIMP3, RHOG, F2R, TIMPL, PIK3CG, HMMR, ITGAV, ¥
Glioma Invasiveness Signaling RND3, PLAUR, PLAU 0171001532 TIVP2 R ™ rracs. P, maes e 0.0036307811PLAUR, MMP2! 0060255959 NA WAWE!
IMP2, 1GE7, PIK3R3, RRAS2,
(GRE2, NRG1, MDM2, ITGBS, CCNDL, ITGB7, AREG, PIK3R3, R, I, COKMIA. PR, PFaCE, CORNLR 1585, CCNE2, CCNEL, PRKCD, PIKSCG, CDKN1A, NRGL, MMP2,
HER-2 Signaling in Breast Cancer CDKN1A, NRG1, PRKCS 0.250034536 RRAS?, PRKCD, PIK3CG, COKN1A, AKT3, COKN1B, PRKCB 0120781384 PRKCB LR o nduins szt ke 0216271852 COKN1A 0348337315
TLRL, HLA-DMA, ILLA, HLA-DOA, SPP1, HLA-DGAL, HLA- DMA, SPP1, IL12A, HUA-DQAL HUA-DMS, L6,
AR TLRL L L1, P2, CORD, LN, FCERI, L, DM, IL6, HLA-DQB1, TLR?, L18, CD8O, ILIRN, HLADRA, DQBL, TLR2, IL18, CORD, ILIRN, HLA-DR, FCERIG,
T Cell & B CellSignal in Rheumatoid Arthritis  1L18, FCERLG, IL18, CSF2, NFKB1 0054954087 IL6, TLR3, TNFSF13 0.364753947 FCERIG, CDB6, L1 0001023263 Coss, RSP 138 0,003090295 115, SPP1, HLA-DRA, HLA-DQAL 000257039
PRt ———— CSF3R, GRB2, CSF1R, EIFAEBPL, KITLG, PIK3R3, CSF2RS,
CSF2RB, RRAS2, CSF2RA (includes £G:1438), PIK3CG, AKT3, RRAS?, CSF2RA (includes EG:1438), PIM, PIK3CG, PIK3CB,
AWML Signaling CSF3R, MYC, CSF2RA (includes EG:1438), NFK8L 0124738351 1UP, RUNX1, TCF7L2 (includes EG:6934) 0127350308 PIKICD, MAP2K3, JUP, RUNX1, TCF7L2 (includes EG:6934) | 0000691831 NA WAWEL  NA HVALUEI
IL1A, TGFBRL, LEP, PDGFA, ACTA, MYLS, MYHIL, L6,
IL1R2, COL1AZ, IGF1, CCL2, TIMPL, IGFIR, LB, MMP1 HYHI0 L1, CET, SHADD, ACTAZ LS, WY1, 5, 1L8, CCRS, VCAML, TGF8R1, EDNRB, TNFRSF1A, MYLS,
(includes EG:4312), TIMP2, 118, EDNRB, FGFR?, IGFBPS, IL1R2, CCL2, TIMP1, HGF, ECEL, TIMP2, 1L8, VCAM MYHLL, MMP2, L6, BCL2, COL1A2, MYLS (includes
MYLS (includes EG:10398), COLIAL, KOR, TGFB3, EDNRA, LGF0, P2, WYL, L s G398 OR, £6:10398), CO1AL, CCL2, TIMPL, KDR, POGFRA, CD14,
Hepatic Fibrosis /Stellate Cell Activation L1R2, I8, 1L18, NFKB1, BCL2 0155238701 1L15, A2M, COL3AL 0003548134 CD14, EONRA, IL1B, A2M, COL3AT 7.59E-05 EDNRA, STATL, IFNARL, TNFRSF118, COL3AL 0,000128825 COL1A2, COLIAL, COL3AL 0060255959
IL6ST, IL8RAP, SOCS3, TLR1, PLCBY, IL1A, POGFA, L6,
CREBS, FCGRIA, CCNDI, PDGFC, L8R, ILIR2, CSARL, IL18RAP, TLRL, ILIA, PLCB2, PDIA3, IL6, FCGRIA, PDGEC, IL18RAP, TLR, PLCB2, SFRP2, PDIA3, L6, CREBS, FCGRIA,
NFATS, PLCE1, CCL2, DKK3, PIKICG, AKT3, DKK2, TLR3, IL1RY, PLCE1, C5ARL, CCL2, DKKS, PIK3CG, SFRPS, SFRPd, IR, PLCE1, CAMKZD, CAMK2A, CCL2, PIK3CG, SFRPS,
MAPKAPK2, TNFSF138, MMP1 (includes EG:4312), 1L8, VCAML, SELE, DAAM, PIK3R3, TLRZ, PLCBA, L13, LTBR, PLCLL TNFSFL3B, TNFRSFLLS, L8, SFRPA, VCAMI,
ADAMTSA, SFRPA, 1L8, SELE, MYDBS, TLR2, PIK3R3, PLCBA, RRAS?, ILLRN, PRKCD, GNAOL, ILLB, PIK3CB, MAP2KS, SELE, TNFRSFLA, C1S, DAAML, PLCL2, TLRZ, IL18, ILRN,
1L8, SOCS3, SELE, DAAML, JAK?, NFKBI, ILIR, MYC, 1L18, RRAS2, LIRN, PRKCD, PLCG2, GNAOY, F203, FZD6, PIKICO, PDGFD, TCF7L2 (includes £G:6934), PRSS35, PRKCD, GNAO1, MAP2K3, LRPL, TCF7L2 {includes
i IL1RY, 118, CSAR, IL1B, NFATC?, CSF2, IRAKD, PRKCB __0.001096478 1118, TCF712  PRSS35, PRKCS 0128528666 PRKCB 0013803843 £G16934), CAMK2G, PRKCB 0009549926 1118, C15 0349140315
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Table S5B: List of genes from significantly enriched disease pathways in SMC vein grafts at different time points.

Discase Pathways 2 Symbols P value 120 Symbols THP_value _24H Symbols 2aHP_value 7D Symbals 7P _value 30D Symbols 3007 _value
‘CSF3R,MAP2KG,TCF4,GRBZ NFKBZ, TCFTLL NFRBLSPTL T
YCKITLG, CSF2RB,CCNAL ARAS?,PIMI1,CSF2RA (includes
1438) PIKSCG,AKT3 PIK3CB,MAP2K3,PIKSCD PIK3R2.A (CSF3R KITLG MYC RRAS2, GRB2 RUNXL PIK3R2,TCF7L2
AMLSignaling NEKBL 0223872114 UNX1,TCF7L2 (includes £6:6934) 0,009772372 (ncludes £G:6934) 0104712855 NA AVALUEL  NA AVALUE!
LCB2,BMP4,ADCYA, SMAD3,CDKN2C, MAPK13,MYC.PTK2
|CAMK2D,RHOG ADCYS,PIK3CG, NFKBIB BIRC3,CASP10,5
MADS ARHGEF17,NFKB2,RALBP1 RASGRF2 RHOQ,GAB,
(CDKA, RS1,GNAOL, ARHGEF,TGFB3, PRKACA,CYCS.
(includes
£6:54205) PIK3CD, MAP2K3,£205,CFLAR GNAL CAMK2G, TGFBR1,COKN2C MAP3KS (incudes.
MAP2K6 TCF4,PA2G4 HIFLA JAK2 NFKB1,BCL2,CDC2S8 M £G:4217),JAK?,8CL2,CDC25B SHC1,CASPG HHATNLK,CA
APKSPLNFKBIA NLK BMPRLA GNAT2,E2F5, AKT3,PIK3R2, MK2D,FANCD2,81D, ARHGEF3,CASPS,BIRC3, PRKD1,CHEK2
(CASPS, PRKCA,PRKDC,PAK?, GRB2,ADCYE GNAIL MDM2, CASP10,CCNE2,CASP3,GRB2, ARHGEF15, GNAIL AHOJ AR
5 PLCBA,RRAS2, PRKC, FZD4,PAK3, COKNLA PIK3CB, CDKN (GRB2,BMP2,MYC.SHC1, MAPKSP1 RRAS2, GAB1, GNAO1,C (GEF17,AURKA BCL2L1,PLC84,CCND2,PRKCD,COKN1AG
Molecular Mechanisms of Cancer NFKBLBIRC 0223872114 18 BIRC2 PRKARIA PSEN1, PRKCB 0.008128305 DKN1A TGFB3,PIK3R2, COKN18,BIRC3, PRKCB 0.50234259 NAO1,TGF83,PIKACB,COKNLB ADCY7BCL2LILPRKCB  0.197242274 FOS 0365504782
52,CAMKLD, PPP1R3C ADCY4,GNBS LIMKY, TUB, PPPL
RL4B,GNB4,STMINI,GN3,GNG11,CAMIK2D, ADCYS,PIK3C
(G,E2FS, PIK3R2,PRKCA, TPR2, TUBB2C, GRE2 ADCYS, GNAIL PPPIRIC,LIMK2, TUBASC, TUBB,SHC1, STMNL,CAMK2D AR
TUBA4A ARHGEFL7,ITPR1,PPPIRSA ROCKL,PLCBA, PRKC] HGEF3,PPPLCA PRKD1, CCNE2,GRB2 ARHGEF 15, GNAILTU
RRAS2,PPP2RIA, PPP2R2B ARHGEFS, COKN1A PRKACA, PP BA4A ARHGEF17,ITPR1,PPP2R5A,COKLPLCBA PRKCD,COK
PIR12A PIK3CB PIKICD,GNG2,COKNIB, OPNISW, PRKARL SHCLRRAS?,GRB2,ITPR2,PPP1RIC,COKN1A PIKIR ITPRL 1A PPP2R28,PPPIR12A, PIKACE,UHMK1,GNG2.COKNI,
st Cancer Regulation by Stathmin  NA na A.CAMK26,PRKCB 0.007073458 CDKN18,TUBS PPP1R148, PRKCE. 0173780083 ADCY PRKCS 0026915348 NA AVALUE!
TLRILLBRAP,SOCS3,PLCB21L6 CREBS, FCGRIA,ILISRLM
YCVEGFA,ILLR2,CAVIK2D, PLCEL PIK3CG, DKK2, TRAFS,LTB
RNFKBIB,PLCLL ADAMTSA,ILB SELE,CLS, TLR2,IL18,ILIRN,
PLCG2,GNAO1PIK3CD,FZD5,MAP2K3,PDGFD, PRSS35,CA
MK2G,MAP2KS,IL1A,TCF4,ICAMLIAK2 NFKBLILLTRA PD
(GFC,CSARLNFKBIA,NLK,CCLY, PPPACB,CFB,AKT3,PIKIRY, TLRISFRP2,ICAM1JAK2,IL6,CREBS, FCGRIA VEGFA PLCEL
MAPKAPK2,NOS2,MMP1 (includes. NLK,CAMKZD,CCL2,CFB, DKK2,LTBR PRKD1 TNFSF138,L8,
EG:4312) PRKCA MYDSS TNFRSFLA L1, ILIRLTCF7LL KL 1L8 SFRP4 TNFRSFLA L6 FCGRLA MYCILIR2. CSARL RRAS ‘SFRP4,VCAM 1, MYD8,C15,DAAM 1, ILIRLKLKA,TLR2,PLCB.
K4 ROCKLFOS,PLCBA ARAS?,PRKCI FZD4,NFATC2,IL18,P| ,CCL2,ILLRN,GNAO1,PIK3R2,NOS2,TCF7L2 (includes. L1, PRKCD,GNAOPIKCE IRAKA,TCF7L2 (includes
Endothelial Cells in Rheumatoid Arthritis  NFKBL 0413999675 K3CB,TCF7L2 (includes EG:6934) PRKCB, IRAK2 0.006606934 £6:6934) PRKCS ADAMTS4 0.261818301 £6:6934) RYK PRSS35,PRKCS 0.299916252 FOS SFRPC15,FCGRIA 0019458446
MAP2K6,PLCB2,LIF,CAMKID ADCY4 RCAN2, GNBS MAPKI
3,1L6,GNBA, PLCEL GNG11,CAMK2D,GNB3,PPPIC ADCYS
PIK3CGIGFLR, AKTS,PIK3R,PLCL1, PRKCA AKAPS,HDACH,
ITPR2,GRB2,GNAIL ADCYG, TPR1, HDACS PLCB4,PRKCI AR AKAPS,GRB2,ITPR2,RCAN2,MEF2A (ncludes TGFBR1,GRB2, GNAIL LG, ITPR1 SHC1PLCBA,CAMK2D,PLC
52,PLCG2,PRKACA,TGF83,PIK3CB, MEF2C, MAP2K3 PIKAC. £6:4205)TPRLIL6 SHC1, RRAS?, TGFB3 MEF2C,PIK3R2,PR £1,PRKCD, TGFB3,PIKACB, GNG2,SLCBAL ADCY7,PRKDLPR
Role of NFAT in Cardiac Hypertrophy HDACA 0272270131 D,GNG2,SLCBALOPNISW,PRIAR1A,CAMK2G,PRKCB. 0005128614 KCB 0128233058 KCB 0679203633 NA AVALUE!
A, LEP,ICAM1,SMAD3, ACTA MYLS, MYHL1IL6 NFKB1,
BCL2IL1RY, VEGFA COL1AZ,CCL2,TIMPIGFIR, PDGFRAM
MP1 (includes MYHIO,TGFBRLICAMLILG MYHTB (includes.
EG:4312),TIMP2,IL8 EONRS, TNFRSFLA, FGFR2, MMP2,IFN £6:57644) 8012, VEGFA COL1A,CCL2,EDNL TIMPLLBP.S
(GRL,IGFBPS,LIRLNF 1L TATLMYHLIL8,VCAM1,EDNRB, GFBPS MYH?,LIRLMYL
10398) COL1AL,CD40,KOR, TGF83,CD14,EDNRA,ILIB A £6:10398)1L8,CCL2,TIMP1, TNFRSFLA PDGFRA,TGFB3, GF 1,FGFL,COLIALCDAO KOR,TGFB3,CD14, MYHS IFNARL,CO
Hepatic Fbrosis Cell Activation NEKBL 0233345806 20 FNARL,COL3AL 0,000316228 8PS, L6,AZM,FGF1 0066069345 L3A1 7.08E.05 COLLA2,COLIAL 0083176377
(CCR3,IL1A,ICAM, PLA2R1 ALOX12,1L6,NFKB1, PDGFC,PRD.
X6,COLLA2,LCAT,CCL2, PROCALMMPL (includes L8 VCAML ICAML MSR1 PLA2G10 YWHAZ LG, 3, WISP2,
EG:4312)L8 SELE,CXCRA,NFKB2,£3,LAMB2,COLIAL PLA2 LAMB2,COL1A2,COL1ALIL18,CCL2,CD40,COLI0AL ITGAY,
CHCRANFKEL 0130918192 GAAJLIE SELP,CDA0,ILIRN,ILLB,PDGFD,COLSAL 0.005128614 LAMB2,IL5,CCL2,CXCRA,ILIRN,IL 0354813389 COL3AL 0056234133 COL1AZ,COLIAL 0070754578
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