N-TERMINAL DOMAIN:

* * %
RVA SAll 172 IVAST-INK-YGVPRHNAKYRYEYDVMK-DKPYYLVTWANSSIEMLMSVFSHD---DYLI
RVC Bristol 181 IIAAT-INK-YCMPRHNTRYRYEWETMK-NKPYHLAAWINSSIEMIACVVDHH---TYMI
RVD 05V0049 170 YVAST-VSH-YGIPVHNQKYRYDYKEMY-NKPYYLVPWANSSIEMIFAVSSHE---LYLV
RVF 03V0568 177 IVAST-LHH-YGIPRHDSKYRYTYEQMR-DKPYYIVPWANSATIEMLMSVNNHD---DFVI
RVB Bang373 216 IQKCF-SEG-YLEMSRDRKWNHTLDELR-NSRFHLYNAKITIHAACAMISLAHS---DHID

RVB DB176 213 TINQS-YSEGYLELSLDRKWSHTIEQLR-KSTFRLYNTKVIHAACAMVSLIHA---SSII
RVG 03v0567 220 IEG---Y----LELERNRKWSMTIKELK-EANFRMYNAKIIHAACAMISILHS---KRII
RVH B219 219 TIIKTNYVNG-YLEILPNRKWSHSLADLRENKSIMMYSAKIIHASCAMISILHAVFPIDYFF
RVH J19 220 IRTNY-VNG-YLEIL’NRKWSHSLADLRENKSIMMYSAKIIHASCAMISILHAVIIDYFF

POLYMERASE DOMAIN:

RVA SAll 330 FHVGFRKQKMLDAALDQLKTEYTENVDDEMYREYTMLIRDEVVKMLEEVKHDDHLLR-D
RVC Bristol 336 FHVGYRKQALSDAVYDQITVTYSDNVNMEMYKEYSERIENEIFTILKDKIIHEDKRLE-E
RVD 05V0049 325 FHVGYRKQMMLDAVTDQLSIEYSDTFDKDMYNMYTNNIIKIIDDMLRDHIKKEDKMLL-N
RVF 03Vv0568 332 FHVGYRKQLMODAVQDQOLSVEYSENVDKTMYDEYYNYIKEDYIRMLKDDVIKSTTILK-Q
RVB Bang373 374 FHVGHRIDNAQDAITDQVTATYTSDIDREMYDNYYYRLKNMLKEEIIQYVEDHIAKQYVD

RVB DB176 372 FHVGHRIDNAQDAIIDQVTAFPYTTDVDREMYDIYYYKLKSMLKTEVKKYVEDHIHRDYQD

RVG 03Vv0567 373 FHVGHRIDNSQODAIQDQVTVEYTTKVNREMYDMYYYTLKNMLKDEIKNYMLEMKKQOMNSD

RVH B219 380 FHVGHRIDNFPQDAIEAQVKVEYTSDVDKEMYDQYYFLLKRMLTDQLAEYAEEMYFKYNSD

RVH J19 380 FHVGHRIDNPQDAIEAQVKVEYTSDVDKEMYDQYYFLLKRMLTDQLAEYAEEMYFKYNSD
* % * kkk

RVA SAll 389 SELAGLLSMSSASNGESRQLKFGRKTIFSTKKNMHVMDDMANERYTFPGIIFPFPVNVDK

RVC Bristol 395 YELSALLSMSSASNGILREINFGGQKVRSTKKNMHVIDDIYHKKYTTD-IPPVDARN
RVD 05vV0049 384 AEIAGLLSMSSASNGESRVIKFGRRTVRSTKKNMHVMDDIFNKQYDLD-VFPDVNENN
RVF 03V0568 391 HELAGLLSMSSASNGKKMEIKFGSKKLFTTRKNMHVMSDVSSGNYNSSIVFPPVDATS
RVB Bang373 434 VTAESLSALANSSNGFSKEVTFIDRKIKTTKKILHLDNDLLAEDYN-D--LGKALSHG

RVB DB176 432 VTAESLSALANSSNGFQKEVLFIDRKIKTTKKILHLDADLLSGDFR-D-IRKI-MSR(

RVG 03V0567 433 VTVPSLASLANTSNGKTIEVEFVGRKIKTTKKMLHLDNDLFTQSNYTE-IEKII-RQG]

RVH B219 440 VTAESLAAMANSSNGYSRSVTFIDREIKTTKKMLHLDDDLSKNLNFTNIG-EQI-KK(|

RVH J19 440 VTAESLAAMANSSNGYSRSVTFLDREIKTTKKMLHLDDDLSKNLNFTNIGDQ-I-KKG
Motif F Priming Loop

—-—-—-HTREYAEFYSQSNPLLSYGD
—-——REREYSEFYSQANPVLSYGD
—-—--HIKEFSEFYSQSSPLLSYGD
—-——-HTREFSEFYSSANPLLSYGD
GSYQGSFAEAYTAKTRASLTYGV

RVA SAll 449 |LGRRDVPGRRTRIIFI'YEYFIAQHAVVEKMLIYA
RVC Bristol 454 |LGRRDVPGRRTRAIFILI'YQYFIAQHSFAEIMLNYA
RVD 05V0049 443 |LGRRDVFPGRRTRVIFIL'YPYFIAQHSVVELYLRES
RVF 03Vv0568 451 |LGRRDVPGRRTRVIFILYYEYFLAQHAIVELLLKOQA
RVB Bang373 491 |[MGTRNVPARQTRGIFIL{*WQVAAIQHTIAESLYKRA

RVB DB176 489 |MGTRNVPARQTRGIFILI"WQVAAVQHTIAESLYKTAKKGAYQGSFAEAYTSKTASLTYGV
RVG 03V0567 491 |MGTRNVFPARQTRGIFILWQVAAVQHTLAETMYKRAKKGAYRGAFAEAYTAKARSLTYGV
RVH B219 498 |MGTRNVPARQTRGIFILISWQOVAAIQHTIAEFLYKKAKKGGFGATFAEAYVSKAATLTYGI
RVH J19 498 |MGTRNVFPARQTRGIFILSWQVAAIQHTIAEFLYKKAKKGGFGATFAEAYVAKARTLTYGI
Motif A
RVA SAll 506 VTRFLSN-NTMVLYTDVSQWDSSQHNTQ FRKGIIMGLDILAN-———-— MTND--AKVLQT
RVC Bristol 511 VTRYLDS-NSILCFTDVSQWDASQHNTKVLRRSIIRAMKRLKQ-———- LTHN--INIHKA
RVD 05v0049 500 TNRYLNQ-STIIVYADVSQWDSSKHNTT LRNAILKAIEQLKS-—-——- YTTN--EKVITA
RVF 03Vv0568 508 TMRELNFP-STIIIYTDVSQWDGSQHNTQPFRKAIMAAMODLQA-———— YTTD--QNVERA
RVB Bang373 551 LAEDTSKATKIILYTDVSQWDASOHNTEFYRSAWINAIREARSEMKWLYSDEFIVLNMNV
RVB DB176 549 LAEDTSK ITLYTDVSQWDASIOHNTQFYRSAWINAIKYLREEGRWLKENE "RMLGINV
RVG 03Vv0567 551 LAQDTSTAHKIILYTDVSQWDASQHNTE YRSAWINAIDEAREELAMPRSLEFPKVLEMNV

RVH B219 558 LAEATSKA
RVH J19 558 LAEATSKA

LILYTDVSQWDASQHNTEFPYRSAWINAIKEARTKYKINYNQEPVVLGMNV
LILYTDVSQWDASIQOHNTEPYRSAWINAIKEARTKYKINYNQEPVVLGMNV
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563
552
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614
615
605
612
670
668
670
677
677
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* * Motif B

LNLYKQTQINLMDSYVQIFPDGNVIK---K-IQY|

INIYIQSQENLENSYVLIDK=-—---K---A-IQY]
LNNYALTQOMKLKNSFVTIGN===-K---V-LQY|
LNKYYETQRQLMNSYVTIDD====K-==I-IQY]

LDSMIKIQEYLLNSNLIVASPGSQR-FPLKIIRY]
LDAMSSIQESLLNSTLIVTSTRSNRNAL-TIRY]
LDKMKEIQKALLNSDLIIESPGSQREFPLK-IRY]
LDKMIEIQEALLNSNLIVESQGSKRQFLR~-IKY]
LDKMIEIQEALLNSNLIVESQGSKRQFLR-IKY]

(GAVASGEKQTKAANSIANLALIKTVLS
IGATASGEKQTKIMNSIANKALIQTVLG
(GAVASGEKQTKLMNSIANLALITTVIN
(GAVASGEKQTKIANSTANLALIKTVLN
HGVASGEKTTKIGNSFANVALIETVLD
HGVASGEKTTKVGNSFANVALIETVLD
HGVASGEKTTKIGNSFANVALINTVLN
HGVASGEKTTKIGNSFANVALITTVFEN
[HGVASGEKTTKIGNSFANVALITTVFEN

Motif C

Motif D

RISNKH-YFATKIIRVDGDDNYAVLQFNTEVTK
KLMTDYTHFDVKMIRVDGDDNYAIVRE["IAITE
YLNVGESHYRIKIIRVDGDDNYFIMEFDRKVDK
KLSAKYTHFNIKLIRVDGDDNYTVIEJRSQVTQ

SVKQEIPQIEVTHLRVDGDDNVVSLTTSCQI--
VTKQQIPQIEITHLRVDGDDNVVSMNT~~SC—~
KVAERIPQIRVTHMRVDGDDNVVTMYT|---SC-
NLTNTMP §TRVNHMRVDGDDNVVTMY T|---AN-
NLTNTM> §IRVNHMRVDGDDNVVTMY Tj———-AN-—

OMIQDVSNDVRETYARMNAKV[KALVST
KLLSEFTSKLRSYYSEMNVKV[KALASL
QLVTVVSNAVKDTYGRMDVKV[KALTAT
ELLSNLSKDIKDTYALMNVKV[KALVST
-S=-KLOQETVKRAYSKLNARV[KALASY
-NISKLQOSVIKSNYQKLNARVKALASY
-KIEELQKEIKDAYTQOMNARVKALASW
-RIDEVQENIKEKYKRMNAKV[KALASY
-RIDEVQENIKEKYKRMNAKVKALASY

Motif E **

VGIEIAKRYIAGGKIFFRAGINLLNNEK---RGQOSTQWDQAAILYSNYIVNRLRGFETD-R
TGCEIAKRYVAGGMLFFRAGVNILHHEK---RNQDSAYDMAATLYANYIVNALRGLTMS-R
TGLEMAKRYIAGGRLFFRAGVNILNNEK---RTHTTTYDQAAITIYANYLVNKMRGYNME-R
TGLEMAKRYIAGGRIYFRAGINILNNEK---RNQQTAWDQAAILYASYTVNKLRGFITN-R

TGLEMAKRFIVCGKIFERGA[LPIFTAER
TGLEMAKRFIICGNIFERGAILPIFTAER
TGLEMAKRFIICGKIFERGAILSIFTAER
TGLEMAKRFIICGKIFERGALSIFTAER
TGLEMAKRFIICGKIFERGALSIFTAER

YGTDVSIQSMCGSSIYSSA-VNAYRGFGDSYF
YGTDVSIQSMTGSSIYSSA-VNAYRAFGDEYL
YGTDVSIQOMTGASLYSAA-VNAYRGFGETYR
YGTDLSVQSTTGSLIYSAA-VNAYRGFGDDYL
YGTDLSVQSTTGSLIYSAA-VNAYRGFGDNYL

EFILTKI-MOMTSVAITGSLRLFPSERVL-=TTNSTFKV----FDSEDFIIEYGTT
TFILTKI-COMTSIKITGTLRLF"MKSIL--ALNSAFKV----FDEVDYVINY" IS
IFILCKI-MOMTSVKITGSIRLFPASLML--TTNSPYKV-—-—--FDDVDFVQTYNSS
TFILTKI-MOMTSVKISGVLRIFPASDVL--TLNSTYKV--—--FDEVDYAVNYKVD

AFMODVLVPPSSSVRITGRLRVLLSPVTLYATGPLSFEITPQGLGGRCRMYTQ-SE
DFMMDVLVFPPSSTVRLTGRLRVLLSPITLFATGPLSFEVTQONGLGGRCRLYT—--KN
KFMEDVLIPPSASTKITARLRVLLSPITLHSIGPLGYEITPGGLGGRMR-HFADKI
NFMTDVLVFPPSASVKITGRLRSLLSPVTILYSTGPLSFEITPYGLGGRMRLFSLSKE
NFMTDVLVPPSASVKITGRLRSLLSPVTLYSTGPLSFEITPYGLGGRMRLFSLSKE



