
Volume 16 Number 5 1988

Complete nucleotide sequence of a 16S ribosomal RNA gene from Pseudomonas aenrgnosa
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A complete riboscmal (rRNA) operon from Csedr as nx has been cloned (1) in piE 3
(2). As a part of this project we haveronthe jtsical rganization of
the rRNA genes of the four rMtU operons (3s,tructure of a gene odi for the
23S rRNA 4) and the seconary stnture with its ication for biolwcal funton (5).
Here we present the primry struture of one 16S ribol R gene. onuleotides were
produced by the p aiditentbod (6), using an autcaated W sWnthesizerlied
Biosystem3m ).D se ng pfcd on both strands b e the H13/di-
deoxy metbod (7). We used i addition a ndified protocol essentially d on the ne
reported for extend se c (8). The 16S rRla is ccxposed of 1537 leotides, wereas
the 16S rMNA derived frm the rrnB of 'Chid a xai displays 1542 nucleotides.
Contrary to the data of Shine and (9T,w dofiqseque ce h witbin the
fifteen 3'- al nucleotides of aeninea arA ceia col r
details of the seamary structure will b presented re =.
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GAAClAGATI TCAT GGcAGAT SCGAA AGCAGGGG TIClWT GAWG&G ClM7GTAG
GCrISccr 7=TrCATC GGCGGCGG GM?MC CrA1&ACr ATGG=M CGlCC;AA

AG A Gca1VrlVGG ACC.rCACGCr ATCAGACMG ~
ATrAGC11AG G A AAGG AAGCQ TC0r1AK GrClrGG ATGCWG ACAKGGAC
ll ; ic&KGAC TACGGGGC AGCNlG ATlAtGGCG AGCCrA7C PATGOG
amS IAQPlV= GCACTTTAAGTTGAlWA GGGCWrAAG TIAATACf GClMT:

G1rACAACAATAGC CGGCrA&C TACGAWG= GcAWC'CFAM AGA1T7A
Cl~GC~~ AGCGC=M AGIWMlICwAAGCTGT GAICC C1GCr:& CllGUNM CATaVAAG
CTAcrGcGCr AGrAC= AGAMG AATrrllvr GTAGCCM AAT=lAI TAIN;AACACI
GCGAGG& CCAmCG&C IS1CIQ ClGl AWVGMGGT AGAC G T1WTACG WF:
CACGCC?FA ACCAIVG CrT GGGAIV G NGCGC: CG aThAGr G
GGG CCTGG AAAACCAAA GTT --- UCAG51 ACT TMATA
GtWGCI GAACCr1FCC 1X ATClTACG lG AT1TSGXAlVGGAAQA
AGG7WM TGGCAGC1w CmTGT TTGGrAr CCOCMW GCAU=
TACC17CACC -iVAmGGC ACMAGG& GA;AAACG AGGaMAMG GGLTGlCGC AAG1TCAT

119; l ~~CU:UA:I ACNXGG GrAIAAGGG CAAGOC G1rG GCrITA
TAAAACCT lGG AIVGC= GCAVCC TGCMWwr CGGAATCCr AGlA A¶CV AALTCAGAT%
ISilA~& AGGXr m TCACACMTC, GGWI'mr GC¶VCAAAGTAGCrIAG=
AACGCAAGG CGrrAaC AT1ICF GGGAAGr CGMACAAGTAGCCA GG GGAACClG
GC=AC cmrcr
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