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Nucleotide sequence of Thermus thermophilus HB8 gene coding 16S rRNA
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Clones with 16S rRNA genes of Thezaus thermophilus HB8 were
identified in a genomic library in 6L47.1 by blot hybridization
with labeled T. thermophilus ribosonal RNA. Fragments of the 16S
rRNA gene were subcloned into M13 mpl8 and mpl9 vectors and their
nucleotide sequences were determined by the dideoxy chain termi-
nation method (1). The 5'- and 3'-ends of the T. thermophilus 16S
rRNA were allocated according to the homologous sequence of the

E. coli 16S rRNA gene (2). The 16S rRNA has 1515 nucleotides, and
fits to the model of the 16S rRNA secondary structure suggested
by Woese et al. (3).
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